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a subunit, down-regulation, stimulatory G
protein (Gs), translocation, VIP, Yajima,
Akita, Saito, Kawashima, 1024

ACC deaminase, 1-aminocyclopropane-l-
carboxylate (ACC), Hansenula saturnus,
Minami, Uchiyama, Murakami, Kawai,
Mikami, Yamada, Yokoi, Ito, Matsui,
Honma, 1112

actin, Ca2+-induced conformational change,
fluorescence resonance energy transfer,
skeletal muscle thin filaments, troponin,
Miki, Kobayashi, Kimura, Hagiwara, Hai,
Maeda, 324

—, actin-binding protein, cytokinesis, phago-
cytosis, Tetrahymena, Watanabe, Kura-
sawa, Watanabe, Numata, 607

—, biocytin, kabiramide D, marine natural
product, mycalolide B, Wada, Matsunaga,
Saito, Fusetani, Watabe, 946

—, FRET, skeletal muscle regulation, steric
blocking theory, tropomyosin, Miki, Miura,
Sano, Kimura, Kondo, Ishida, Maeda,
1104

actin-binding protein, actin, cytokinesis,
phagocytosis, Tetrahymena, Watanabe,
Kurosawa, Watanabe, Numata, 607

actin depolymerization, bistheonellide A,
dimeric macrolide, mycalolide B, swin-
holide A, Saito, Watabe, Ozaki, Kobayashi,
Suzuki, Kobayashi, Fusetani, Karaki, 571

active site, chemical modification, flavoen-
zyme, peptide sequencing, phenylglyoxal,
Mukouyama, Hirose, Suzuki, 1097

activin, mesoderm induction, midkine, neural
formation, pleiotrophin, Yokota, Taka-
hashi, Eisaki, Asashima, Akhter, Mura-
matsu, Kadomatsu, 339

activity staining, cathepsin K, cysteine pro-
teinase, osteoclast, Kamiya, Kobayashi,
Kanaoka, Nakashima, Kato, Mizuno,
Sakai, 752

acylamino acid-releasing enzyme, catalytic
triad, oligopeptidase, serine protease, site-
directed mutagenesis, Mitta, Miyagi, Kato,
Tsunasawa, 924

<y-iV-acylhistamines, /?-glucosidase, inhibi-
tion, 4-arylimidazoles, 4-(&)-phenylalkyl)-
imidazoles, Li, Hsu, Chang, Chen, 416

adaptive response, phosphotransfer, regula-
tor, signal transduction, sensor, Mizuno,
555

adenylate kinase, bi-topological distribution,
co-translational import, mitochondria, non-
cleavable protein, Nobumoto, Yamada,
Song, Inouye, Nakazawa, 128

adipocyte, diabetes, macrophage migration
inhibitory factor, tumor necrosis factor a,
tyrosine kinase, Hirokawa, Sakaue, Furu-
ya, Ishii, Hasegawa, Tagami, Kawakami,
Sakai, Nishi, Nishihira, 733

advanced glycation end products, atheroscler-
osis, foam cell formation, Maillard reac-
tion, modified low density lipoprotein,

Jinnouchi, Sano, Nagai, Hakamata,
Kodama, Suzuki, Yoshida, Ueda, Hori-
uchi, 1208

aggregation, glycosylphosphatidylinositol,
hypophosphatasia, intracellular transport,
tissue-nonspecific alkaline phosphatase,
Shibata, Fukushi, Igarashi, Misumi, Ike-
hara, Ohashi, Oda, 968

AK activity, human AK2 isozymes, post-
transcriptional regulation, recombinant
protein, tissue specificity, Lee, Kim, Lee,
Kim, Lee, Park, Choe, 47

alcohol, calorimetry, DSC, Pseudomonas
cepacia lipase, thermal unfolding, Tanaka,
289

aldehyde reductase, 3-deoxyglucosone, dicar-
bonyls, Maillard reaction, methylglyoxal,
Suzuki, Koh, Mizuno, Hamaoka, Tani-
guchi, 353

aldehydes, antioxidants, antioxidative de-
fense, 4-hydroxynonenal (HNE), lipid
peroxidation, mouse thymocytes, Siems,
Pimenou, Esterbauer, Grune, 534

aleurone layer, embryo, oil body, oleosin,
rice, Wu, Wang, Chen, Chen, Tzen, 386

alkaline protease, /?-helix structure, Ca-bind-
ing sequence motif, Pseudomonas aeru-
ginosa, site-directed mutagenesis, Miya-
jima, Hata, Fukushima, Kawamoto, Oku-
da, Shibano, Morihara, 24

Alport syndrome, basement membrane,
bidirectional promoter, collagen IV, diffuse
leiomyomatosis associated with Alport
syndrome, Sado, Kagawa, Naito, Ueki,
Seki, Momota, Oohashi, Ninomiya, 767

alternative splicing, gene amplification, HL-
60 cells, OS-9 cDNAs, Kimura, Nakazawa,
Yamada, 876

Alu family DNA, Ku antigen, Tsuchiya,
Saegusa, Taira, Mimori, Iguchi-Ariga,
Ariga, 120

aluminum toxicity, iron, neuronal cells,
transferrin- independent iron uptake,
transferrin receptor, Oshiro, Kawahara,
Mika, Muramoto, Kobayashi, Ishige, Noza-
wa, Hori, Yung, Kitajima, Kuroda, 42

aminoacyl-/?-naphthylamide, aminopep-
tidase, inactivating enzyme, puromycin,
Streptomyces morookaensis, Nishimura,
Matsuo, Nakamura, Sugiyama, 247

amino compound, bacterial expression,
cDNA, rabbit, sulfotransferase, Yoshinari,
Nagata, Ogino, Fujita, Shiraga, Iwasaki,
Hata, Yamazoe, 479

1 -aminocyclopropane-1 -carboxylate (ACC),
ACC deaminase, Hansenula saturnus,
Minami, Uchiyama, Murakami, Kawai,
Mikami, Yamada, Yokoi, Ito, Matsui,
Honma, 1112

E- amino- n-caproic acid, kringle domain,
lysine binding site, plasminogen, staphylo-
kinase, Arai, Madoiwa, Mimuro, Asakura,
Matsuda, Sako, Sakata, 71

aminopeptidase, aminoacyl-/?-naphthyl-
amide, inactivating enzyme, puromycin,

Streptomyces morookaensis, Nishimura,
Matsuo, Nakamura, Sugiyama, 247

/J-aminopropionitrile, L-ascorbic acid 2-phos-
phate, fibroblast, type I collagen, type VI
collagen, Hazeki, Yamato, Imamura, Sasa-
ki, Nakazato, Yamamoto, Konomi, Haya-
shi, 587

amphioxus, evolution, frog, lamprey, tropo-
nin C, Yuasa, Cox, Takagi, 1180

amphipathic helix, antimicrobial activity,
apolipoprotein A-II, HDL, membrane,
Motizuki, Itoh, Yamada, Shimamura,
Tsurugi, 675

amphotericin B, cholesterol, complex forma-
tion, monolayer, vesicle, Saka, Mita, 798

ir-amylase, amylopullulanase, neopullulan-
ase-ff-amylase, pullulanase, site-directed
mutagenesis, Ibuka, Tonozuka, Matsu-
zawa, Sakai, 275

tf-amylase inhibitor, /?-D-galactosidase, ga-
lactosyl maltooligosaccharide, oligosaccha-
ridonolactone, transglycosylation, Takada,
Ogawa, Saito, Murata, Usui, 508

amylopullulanase, <*-amylase, neopullulan-
ase-ff-amylase, pullulanase, site-directed
mutagenesis, Ibuka, Tonozuka, Matsu-
zawa, Sakai, 275

1,5-anhydro-D-fructose, 1,5-anhydro-D-fruc-
tose reductase, 1,5-anhydro-D-glucitol,
glycogen, glycogenolysis, Sakuma,
Kametani, Akanuma, 189

1,5-anhydro-D-fructose reductase, 1,5-an-
hy dro- D - fructose, 1,5- anhy dro - D - glucitol,
glycogen, glycogenolysis, Sakuma, Kame-
tani, Akanuma, 189

1,5-anhydro-D-glucitol, 1,5-anhydro-D-fruc-
tose, 1,5-anhydro-D-fructose reductase,
glycogen, glycogenolysis, Sakuma, Kame-
tani, Akanuma, 189

antibody, apoptosis, gel electrophoresis retar-
dation assay, sandwich ELISA, single-
stranded DNA, Kawarada, Miura, Sugi-
yama, 492

antigen binding fragment, binding affinity,
single-chain antibody, surface plasmon
resonance, UV-damaged DNA, Kobayashi,
Morioka, Torizawa, Kato, Shimada, Nikai-
do, Ohtsuka, 182

antimicrobial activity, amphipathic helix,
apolipoprotein A-II, HDL, membrane,
Motizuki, Itoh, Yamada, Shimamura,
Tsurugi, 675

antimony, arsenic, metalloregulation, resis-
tance, transport, Xu, Zhou, Kuroda, Rosen,
16

antioxidants, aldehydes, antioxidative de-
fense, 4-hydroxynonenal (HNE), lipid
peroxidation, mouse thymocytes, Siems,
Pimenov, Esterbauer, Grune, 534

antioxidative defense, aldehydes, antioxi-
dants, 4-hydroxynonenal (HNE), lipid
peroxidation, mouse thymocytes, Siems,
Pimenov, Esterbauer, Grune, 534

apo B, fatty liver, suncus, VLDL, Liang,
Kinoshita, Muto, Fujimaki, Matsuki, Saito,
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Yamanaka, Teramoto, 28
apolipoprotein A-II, amphipathic helix, anti-

microbial activity, HDL, membrane, Moti-
zuki, Itoh, Yamada, Shimamura, Tsurugi,
675

apoptosis, antibody, gel electrophoresis retar-
dation assay, sandwich ELISA, single-
stranded DNA, Kawarada, Miura, Sugi-
yama, 492

—, Chinese hamster ovary cell, lipid trans-
port, phosphatidylserine, Uchida, Emoto,
Daleke, Inoue, Umeda, 1073

arachidonic acid, ATP, Ca2+-independent
phospholipase A2, rat parotid gland, secre-
tory granular membranes, Mizuno-Kami-
ya, Kameyama, Yashiro, Fujita, 205

ARF, G-protein, lysis, lysosome, Arai,
Matsuda, Sai, Ohkuma, 637

Arg-gingipain, Lys-gingipain, lysine-specific
cysteine proteinase, periodontal disease,
Porphyromonas gingivalis, Abe, Kadowaki,
Okamoto, Nakayama, Ohishi, Yamamoto,
305

arsenic, antimony, metalloregulation, resis-
tance, transport, Xu, Zhou, Kuroda, Rosen,
16

artificial liver, artificial matrix, Eudragit,
hepatocyte, spheroid, Yamada, Kamihira,
Hamamoto, lijima, 1017

artificial matrix, artificial liver, Eudragit,
hepatocyte, spheroid, Yamada, Kamihira,
Hamamoto, lijima, 1017

artificial substrates, enzyme mechanism,
geranylgeranyl diphosphate synthase, iso-
prenoids, prenyltransf erase, Ohnuma,
Hemmi, Koyama, Ogura, Nishino, 1036

4-arylimidazoles, /?-glucosidase, inhibition,
a> • N - acy lhistamines, 4 - (&> -phenylalky 1) -
imidazoles, Li, Hsu, Chang, Chen, 416

L-ascorbic acid 2-phosphate, /9-aminopropio-
nitrile, fibroblast, type I collagen, type VI
collagen, Hazeki, Yamato, Imamura, Sasa-
ki, Nakazato, Yamamoto, Konomi, Haya-
shi, 587

Asn-glycan, Asn-glycan function, glycopro-
tein, protein folding, ribonuclease B,
Nishimura, Uchida, Inohana, Setoh, Daba,
Nishimura, Yamaguchi, 516

Asn-glycan function, Asn-glycan, glycopro-
tein, protein folding, ribonuclease B,
Nishimura, Uchida, Inohana, Setoh, Daba,
Nishimura, Yamaguchi, 516

assay methods, fluorogenic substrate, glyco-
gen debranching enzyme, HPLC, Omichi,
Hose, 932

atherosclerosis, gravin, growth regulation,
MAP kinase, oxidized LDL, Sato, Kokame,
Shimokado, Kato, Miyata, 1119

—, advanced glycation end products, foam
cell formation, Maillard reaction, modified
low density lipoprotein, Jinnouchi, Sano,
Nagai, Hakamata, Kodama, Suzuki,
Yoshida, Ueda, Horiuchi, 1208

ATP, arachidonic acid, Ca2+-independent
phospholipase A2, rat parotid gland, secre-
tory granular membranes, Mizuno-Kami-
ya, Kameyama, Yashiro, Fujita, 205

—, cysteine protease, mitochondrial inter-
membrane space, proteolysis, rat, Sitte,
Dubiel, Kloetzel, 408

ATPase, elongation factors, 40S ribosomal
subunits, 5S ribosomal RNA-L5 protein,
30S-5SRNP ribosomal particles, Ogata,
Ohno, Terao, Iwasaki, Endo, 294

—, cooperativity, DNA-binding, RecA pro-
tein, recombination, Mikawa, Masui,
Kuramitsu, 450

Na",K+-ATPase, ATP binding, conformation
change, fluorescein, pyridoxal, Tsuda,
Kaya, Funatsu, Hayashi, Taniguchi, 169

ATP binding, conformation change, fluores-
cein, Na+,K+-ATPase, pyridoxal, Tsuda,
Kaya, Funatsu, Hayashi, Taniguchi, 169

—, cardiolipin, DNA replication, DnaA pro-
tein, glycerol, Hase, Ishikawa, Sekimizu,
Tsuchiya, Mizushima, 680

ATP-dependent proteolysis, PA28, PA700,
proteasomes (20S and 26S), ubiquitin,
Tanaka, 195

axonal pathfinding, brain development, cere-
bral cortex, growth cones, neurite growth,
Ho, Wakatsuki, Arioka, Yamasaki, Kita-
moto, 332

L-azetidine 2-carboxylic acid, cycloheximide,
stress protein, stress protein gene control,
thermotolerance, Akagawa, Ishii, Mizuno,
226

B

Bacillus stearothermophilus, denaturation,
guanidine hydrochloride, multienzyme
complex, pyruvate dehydrogenase, Hiro-
masa, Aso, Mayanagi, Inoue, Fujisawa,
Meno, Ueki, 564

Bacillus subtilis, readthrough, suppressor
tRNA, translation, UGA codon, Matsugi,
Murao, Ishikura, 853

—, glutamate racemase, poly-y-glutamate
producer, poly-y-glutamate, Ashiuchi,
Tani, Soda, Misono, 1156

bacterial expression, amino compound,
cDNA, rabbit, sulfotransferase, Yoshinari,
Nagata, Ogino, Fujita, Shiraga, Iwasaki,
Hata, Yamazoe, 479

—, cDNA, hydroxysteroid, rabbit, sulfotrans-
ferase, Yoshinari, Nagata, Shiraga, Iwa-
saki, Hata, Ogino, Ueda, Fujita, Shimada,
Yamazoe, 740

bacterial sialyltransferase, cloning, Photo-
bacterium damsela JT0160, «2,6-sialyl-
transferase, Yamamoto, Nakashizuka,
Terada, 94

bacteriophage, cisplatin, Escherichia coli,
nucleotide excision repair, uvrA, Tanaka,
Saito, Kimoto, Taketo, 821

bacteriorhodopsin, 13C NMR, high-resolution
solid-state NMR, stability of a-helical
domain, Yamaguchi, Tuzi, Seki, Tanio,
Needleman, Lanyi, Naito, Saito, 78

baculovirus expression, CYP2D, cytochrome
P450, dog, drug metabolism, Tasaki,
Nakamura, Itoh, Ohashi, Yamamoto,
Masuda, Iwata, Kazusaka, Kamataki,
Fujita, 162

—, caldecrin, chymotrypsin-like protease,
elastase, serine protease, Yoshino- Yasuda,
Kobayashi, Akiyama, Itoh, Tomomura,
Saheki, 546

basement membrane, Alport syndrome, bidi-
rectional promoter, collagen IV, diffuse
leiomyomatosis associated with Alport
syndrome, Sado, Kagawa, Naito, Ueki,

Seki, Momota, Oohashi, Ninomiya, 767
basic fibroblast growth factor, chondrocytes,

interleukin-1/S, matrix metalloproteinase,
nitric oxide, Sasaki, Hattori, Fujisawa,
Takahashi, Inoue, Takigawa, 431

/9-helix structure, alkaline protease, Ca-bind-
ing sequence motif, Pseudomonas aeru-
ginosa, site-directed mutagenesis, Miya-
jima, Hata, Fukushima, Kawamoto, Oku-
da, Shibano, Morihara, 24

bidirectional promoter, Alport syndrome,
basement membrane, collagen IV, diffuse
leiomyomatosis associated with Alport
syndrome, Sado, Kagawa, Naito, Ueki,
Seki, Momota, Oohashi, Ninomiya, 767

bifunctional protein, bile acid, peroxisome,
sterol carrier protein x, thiolase, Bun-ya,
Maebuchi, Kamiryo, Kurosawa, Sato,
Tohma, Jiang, Hashimoto, 347

bile acid, bifunctional protein, peroxisome,
sterol carrier protein x, thiolase, Bun-ya,
Maebuchi, Kamiryo, Kurosawa, Sato,
Tohma, Jiang, Hashimoto, 347

binding activity, cyclic AMP response ele-
ment, CRE-binding protein, osteoblast
development, phosphorylation, Sakamoto,
Suzuki, Takiya, Yoshimura, Imai, Matsu-
moto, Nakamura, 399

binding affinity, antigen binding fragment,
single-chain antibody, surface plasmon
resonance, UV-damaged DNA, Kobayashi,
Morioka, Torizawa, Kato, Shimada, Nikai-
do, Ohtsuka, 182

binding avidity, Fc receptor, guinea pig,
polymorphonuclear leukocytes, proteoly-
sis, Isashi, Yamashita, Nagasawa, Ta-
naka, Murakami, Uede, 959

binding specificity, glycoprobe, GTlb gan-
glioside, neoglycoprotein, sialoadhesin,
Hashimoto, Suzuki, Crocker, Suzuki, 468

biocytin, actin, kabiramide D, marine natural
product, mycalolide B, Wada, Matsunaga,
Saito, Fusetani, Watabe, 946

biomaterials, glycopolymers, lectins, oligo-
saccharides, Tsuchida, Akimoto, Usui,
Kobayashi, 715

bistheonellide A, actin depolymerization,
dimeric macrolide, mycalolide B, swin-
holide A, Saito, Watabe, Ozaki, Kobayashi,
Suzuki, Kobayashi, Fusetani, Karaki, 571

bi-topological distribution, adenylate kinase,
co-translational import, mitochondria, non-
cleavable protein, Nobumoto, Yamada,
Song, Inouye, Nakazawa, 128

bovine brain, gangliosides, sialic acid, siali-
dase, synaptosome, Hata, Wada, Hase-
gawa, Kiso, Miyagi, 899

brain development, axonal pathfinding, cere-
bral cortex, growth cones, neurite growth,
Ho, Wakatsuki, Arioka, Yamasaki, Kita-
moto, 332

—, carbohydrate modification, chondroitin
sulfate proteoglycan, protein tyrosine
phosphatase, subcellular localization,
Nishiwaki, Maeda, Noda, 458

brain-specific, development dependent,
membrane glycoprotein, pyridylamination,
sugar chain, Nakakita, Natsuka, Ikenaka,
Hase, 1164

Ca2+independent phospholipase A2, ara-
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chidonic acid, ATP, rat parotid gland,
secretory granular membranes, Mizuno-
Kamiya, Kameyama, Yashiro, Fujita, 205

Ca2+-induced conformational change, actin,
fluorescence resonance energy transfer,
skeletal muscle thin filaments, troponin,
Miki, Kobayashi, Kimura, Hagiwara, Hai,
Maeda, 324

Ca-binding sequence motif, alkaline protease,
/3-helix structure, Pseudomonas aeru-
ginosa, site-directed mutagenesis, Miya-
jima, Hata, Fukushima, Kawamoto, Oku-
da, Shibano, Morihara, 24

calcium, PC12, pl30cas, Src-family kinases,
tyrosine phosphorylation, Kobayashi, Oku-
mura, Okada, Nagai, 624

calcium binding protein, cellular localization,
human leukemia cells, MRP, MRP binding
site, Koike, Kondo, Makita, Kajiyama,
Yoshida, Morikawa, 1079

calcium ion, complex, lipase activator pro-
tein, Pseudomonas, reactivation, Shibata,
Kato, Oda, 136

caldecrin, baculovirus expression, chymo-
trypsin-like protease, elastase, serine pro-
tease, Yoshino-Yasuda, Kobayashi, Aki-
yama, Itoh, Tomomura, Saheki, 546

calorimetry, alcohol, DSC, Pseudomonas
cepacia lipase, thermal unfolding, Tanaka,
289

cAMP, dexamethasone, hepatocytes, tissue-
type plasminogen activator, type-1 plas-
minogen activator inhibitor, Uno, Naka-
mura, Ohomagari, Matsuyama, Seki,
Ariga, 806

capsule, glycosyltransferases, polysaccha-
rides, Streptococcus pneumomae, Kolk-
man, van der Zeijst, Nuijten, 937

carbohydrate modification, brain develop-
ment, chondroitin sulfate proteoglycan,
protein tyrosine phosphatase, subcellular
localization, Nishiwaki, Maeda, Noda, 458

cardiolipin, ATP-binding, DNA replication,
DnaA protein, glycerol, Hase, Ishikawa,
Sekimizu, Tsuchiya, Mizushima, 680

carotenoid, complement, Escherichia coli,
isoprenoid, mutant, Hemmi, Ohnuma,
Nagaoka, Nishino, 1088

carp, extracellular signal-regulated kinase,
fish, MAP kinase, mitogen-activated pro-
tein kinase, Hashimoto, Yokoyama, Ma-
tsuo, Toyohara, Kohno, Sakaguchi, 1031

catalase gene promoter, hydrogen peroxide,
Schizosaccharomyces pombe, stress re-
sponse, transcriptional regulation, Naka-
gawa, Yamada, Mutoh, 1048

catalytic domain, EGF-R, protein kinase,
Borowski, Kornetzky, Laufs, 380

catalytic RNA, intron, ribozyme, self-splic-
ing, frans-activation, Ikawa, Shiraishi,
Inoue, 528

catalytic triad, acylamino acid-releasing en-
zyme, oligopeptidase, serine protease, site-
directed mutagenesis, Mitta, Miyagi, Kato,
Tsunasawa, 924

cathepsin A, serine carboxypeptidase, protec-
tive protein, Matsuzaki, Ueno, Hayashi,
Liao, 701

cathepsin K, activity staining, cysteine pro-
teinase, osteoclast, Kamiya, Kobayashi,

Kanaoka, Nakashima, Kato, Mizuno,
Sakai, 752

CD59, detergent-insoluble complex, GPI-an-
chored protein, nuclear pellet, subcellular
distribution, Hatanaka, Seya, Miyagawa,
Matsumoto, Hara, Tanaka, Shimizu, 579

cDNA, mitochondrial DNA, mitochondrial
RNA, mitochondrial transcription, poly-
adenylated RNA, Nakamichi, Rhoads,
Hayashi, Kagawa, Matsumura, 392

—, amino compound, bacterial expression,
rabbit, sulfotransferase, Yoshinari, Naga-
ta, Ogino, Fujita, Shiraga, Iwasaki, Hata,
Yamazoe, 479

—, bacterial expression, hydroxysteroid,
rabbit, sulfotransferase, Yoshinari, Naga-
ta, Shiraga, Iwasaki, Hata, Ogino, Veda,
Fujita, Shimada, Yamazoe, 740

cell cycle, DNA synthesis, G2 arrest, high
pressure, premature mitosis, Matsumoto,
Yamaguchi, Fukumaki, Yasunaga, Terada,
87

cell targeting, cocktail effect, fibronectin,
gene transduction, retrovirus vector, Asa-
da, Uemori, Ueno, Hashino, Koyama,
Kawamura, Kato, 1041

cellular injury, hepatocyte, IFN A., Liang,
Akaike, 213

cellular localization, calcium binding protein,
human leukemia cells, MRP, MRP binding
site, Koike, Kondo, Makita, Kajiyama,
Yoshida, Morikawa, 1079

cellular recognition, drug delivery, drugs
encapsulation, peritoneal macrophages, rat
carrier erythrocytes, Alvarez, Jordan,
Herrdez, Diez, Tejedor, 233

central bare zone, Cy3-EDA-ATP, fluorescent
ATP analogue, myosin, thick filament,
Oiwa, Yamaga, Yamada, 614

ceramide, platelet, protein kinase C, sphin-
gosine, sphingosine 1-phosphate, Hisano,
Yatomi, Fujino, Igarashi, Kume, Ozaki,
263

—, desaturase, dihydroceramide, rat, skin,
Mikami, Kashiwagi, Tsuchihashi, Akino,
Gasa, 906

cerebral cortex, axonal pathfinding, brain
development, growth cones, neurite
growth, Ho, Wakatsuki, Arioka, Yamasaki,
Kitamoto, 332

chemical modification, active site, flavoen-
zyme, peptide sequencing, phenylglyoxal,
Mukouyama, Hirose, Suzuki, 1097

chemokine, dimer, inflammation, NMR,
Hanzawa, Haruyama, Konishi, Watanabe,
Tsurufuji, 62

chicken ovalbumin gene upstream promoter
transcription factor, hepatocyte nuclear
factor-4, nuclear receptor, peroxisome
proliferator, peroxisome proliferator-ac-
tivated receptor, Nishiyama, Hi, Osada,
Osumi, 1174

Chinese hamster ovary cell, apoptosis, lipid
transport, phosphatidylserine, Uchida,
Emoto, Daleke, Inoue, Umeda, 1073

cholesterol, amphotericin B, complex forma-
tion, monolayer, vesicle, Saka, Mita, 798

—, HMG CoA synthase, NF-Y, squalene
synthase, SREBP, Inoue, Sato, Maeda,
1191

cholesterol-binding cytolysin, membrane
insertion, perfringen O, pore-forming

toxin, tryptophan, Nakamura, Sekino-
Suzuki, Mitsui, Ohno-Iwashita, 1145

cholesterol sulfate, gangliosides, pancreatic
elastase, Pseudomonas aeruginosa elas-
tase, sulfatide, /to, Iwamori, Hanaoka,
Iwamori, 107

chondrocytes, basic fibroblast growth factor,
interleukin-1/?, matrix metalloproteinase,
nitric oxide, Sasaki, Hattori, Fujisawa,
Takahashi, Inoue, Takigawa, 431

chondroitin sulfate proteoglycan, brain devel-
opment, carbohydrate modification, pro-
tein tyrosine phosphatase, subcellular
localization, Nishiwaki, Maeda, Noda, 458

chymotrypsin-like protease, baculovirus ex-
pression, caldecrin, elastase, serine prote-
ase, Yoshino-Yasuda, Kobayashi, Aki-
yama, Itoh, Tomomura, Saheki, 546

circular dichroism, fluorescence spectroscopy,
5'-nucleotidase, seminal plasma, thermo-
stability, Fini, Coli, Floridi, D'Auria,
Staiano, Nucci, Rossi, 269

cisplatin, bacteriophage, Escherichia coli,
nucleotide excision repair, uvrA, Tanaka,
Saito, Kimoto, Taketo, 821

cloning, bacterial sialyltransferase, Photo-
bacterium damsela JT0160, <*2,6-
sialyltransferase, Yamamoto, Nakashizu-
ka, Terada, 94

Clostridium pasteurianum, Rhodococcus sp.
MR11, McTavish, 644

13C NMR, bacteriorhodopsin, high-resolution
solid-state NMR, stability of a -helical
domain, Yamaguchi, Tuzi, Seki, Tanio,
Needleman, Lanyi, Naito, Saito, 78

—, Halobacterium salinarium, pyruvate
metabolism, tea cycle, Majumdar, Sona-
wat, 115

—, isotope-labeling, interaction under highly
denaturing conditions, lysozyme, Abe,
Ueda, Kawano, Tanaka, Imoto, 313

cocktail effect, cell targeting, fibronectin,
gene transduction, retrovirus vector, Asa-
da, Uemori, Ueno, Hashino, Koyama,
Kawamura, Kato, 1041

collagen IV, Alport syndrome, basement
membrane, bidirectional promoter, diffuse
leiomyomatosis associated with Alport
syndrome, Sado, Kagawa, Naito, Ueki,
Seki, Momota, Oohashi, Ninomiya, 767

complement, carotenoid, Escherichia coli,
isoprenoid, mutant, Hemmi, Ohnuma,
Nagaoka, Nishino, 1088

complex, calcium ion, lipase activator pro-
tein, Pseudomonas, reactivation, Shibata,
Kato, Oda, 136

complex formation, amphotericin B, choles-
terol, monolayer, vesicle, Saka, Mita, 798

conformation change, ATP binding, fluores-
cein, Na+,K+-ATPase, pyridoxal, Tsuda,
Kaya, Funatsu, Hayashi, Taniguchi, 169

cooperativity, ATPase, DNA-binding, RecA
protein, recombination, Mikawa, Masui,
Kuramitsu, 450

co-translational import, adenylate kinase,
bi-topological distribution, mitochondria,
noncleavable protein, Nobumoto, Yamada,
Song, Inouye, Nakazawa, 128

CP- 230821, hamster, HepG2 cells, HMG-
CoA reductase, LDL receptor, Shimokawa,
Goto, Ida, Goto, Nishijima, Kodama, 596

CRE-binding protein, binding activity, cyclic
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AMP response element, osteoblast devel-
opment, phosphorylation, Sakamoto, Suzu-
ki, Takiya, Yoshimura, Imai, Matsumoto,
Nakamura, 399

crystallization, cysteine proteinase inhibitor,
oryzacystatin, rice seed, X-ray crystallo-
graphy, Kudo, Nishiyama, Sasaki, Abe,
Arai, Tanokura, 568

crystal structure, lipoamide dehydrogenase,
2-oxoglutarate dehydrogenase complex,
pyruvate dehydrogenase complex, X-ray
analysis, Toyoda, Suzuki, Sekiguchi, Reed,
Takenaka, 668

Cy3-EDA-ATP, central bare zone, fluorescent
ATP analogue, myosin, thick filament,
Oiwa, Yamaga, Yamada, 614

cyanocysteine, dihydrofolate reductase, mass
spectrometry, molecular dissection, pep-
tide bond, Takenawa, Oda, Ishihama,
Iwakura, 1137

cyclic AMP response element, binding activ-
ity, CRE-binding protein, osteoblast devel-
opment, phosphorylation, Sakamoto, Suzu-
ki, Takiya, Yoshimura, Imai, Matsumoto,
Nakamura, 399

cycloheximide, L-azetidine 2-carboxylic acid,
stress protein, stress protein gene control,
thermotolerance, Akagawa, Ishii, Mizuno,
226

CYP2D, baculovirus expression, cytochrome
P450, dog, drug metabolism, Tasaki,
Nakamura, Itoh, Ohashi, Yamamoto,
Masuda, Iwata, Kazusaka, Kamataki,
Fujita, 162

—, cytochrome P450, dog, microsomes, pro-
pranolol, Tasaki, Iwata, Kazusaka, Fujita,
747

cysteine protease, ATP, mitochondrial inter-
membrane space, proteolysis, rat, Sitte,
Dubiel, Kloetzel, 408

cysteine proteinase, recombinant enzyme,
Sitophilus zeamais, Matsumoto, Abe, Arai,
Emori, 693

—, activity staining, cathepsin K, osteoclast,
Kamiya, Kobayashi, Kanaoka, Naka-
shima, Kato, Mizuno, Sakai, 752

cysteine proteinase inhibitor, crystallization,
oryzacystatin, rice seed, X-ray crystallo-
graphy, Kudo, Nishiyama, Sasaki, Abe,
Arai, Tanokura, 568

cytochrome c oxidase, membrane protein,
quinol oxidase, three-dimensional struc-
ture, X-ray crystallography, Iwata, 369

cytochrome P450, baculovirus expression,
CYP2D, dog, drug metabolism, Tasaki,
Nakamura, Itoh, Ohashi, Yamamoto,
Masuda, Iwata, Kazusaka, Kamataki,
Fujita, 162

—, CYP2D, dog, microsomes, propranolol,
Tasaki, Iwata, Kazusaka, Fujita, 747

cytokinesis, actin, actin-binding protein,
phagocytosis, Tetrahymena, Watanabe,
Kurosawa, Watanabe, Numata, 607

D

denaturation, Bacillus stearothermophilus,
guanidine hydrochloride, multienzyme
complex, pyruvate dehydrogenase, Hiro-
masa, Aso, Mayanagi, Inoue, Fujisawa,
Meno, Ueki, 564

3-deoxyglucosone, aldehyde reductase, dicar-
bonyls, Maillard reaction, methylglyoxal,
Suzuki, Koh, Mizuno, Hamaoka, Tani-
guchi, 353

desaturase, ceramide, dihydroceramide, rat,
skin, Mikami, Kashiwagi, Tsuchihashi,
Akino, Gasa, 906

Desulfovibrio vulgaris, expression, flavodox-
in, FMN-binding, site-directed mutagene-
sis, Kitamura, Sagara, Taniguchi, Ashida,
Ezoe, Kohno, Kojima, Ozawa, Akutsu,
Kumagai, Nakaya, 891

detergent-insoluble complex, CD59, GPI-
anchored protein, nuclear pellet, subcel-
lular distribution, Hatanaka, Seya, Miya-
gawa, Matsumoto, Hara, Tanaka, Shimizu,
579

development dependent, brain-specific,
membrane glycoprotein, pyridylamination,
sugar chain, Nakakita, Natsuka, Ikenaka,
Hose, 1164

dexamethasone, cAMP, hepatocytes, tissue-
type plasminogen activator, type-1 plas-
minogen activator inhibitor, Uno, Naka-
mura, Ohomagari, Matsuyama, Seki,
Ariga, 806

DHFR, hammerhead, in vivo selection, rib-
ozyme, translation, Hamada, Fujita, Kise,
Jigami, Taira, 684

diabetes, adipocyte, macrophage migration
inhibitory factor, tumor necrosis factor a,
tyrosine kinase, Hirokawa, Sakaue, Furu-
ya, Ishii, Hasegawa, Tagami, Kawakami,
Sakai, Nishi, Nishihira, 733

diacetyl, or-dicarbonyl, diketone, D-erythru-
lose reductase, tetrose, Maeda, Hosomi,
Mizoguchi, Nishihara, 602

a-dicarbonyl, diacetyl, diketone, D-erythru-
lose reductase, tetrose, Maeda, Hosomi,
Mizoguchi, Nishihara, 602

dicarbonyls, aldehyde reductase, 3-deoxy-
glucosone, Maillard reaction, methylglyox-
al, Suzuki, Koh, Mizuno, Hamaoka, Tani-
guchi, 353

differential titration calorimetry, entropy-
enthalpy compensation, heat capacity
change, hydrophobic interactions, Yasui,
Ito, Kurosawa, 827

diffuse leiomyomatosis associated with Al-
port syndrome, Alport syndrome, base-
ment membrane, bidirectional promoter,
collagen IV, Sado, Kagawa, Naito, Ueki,
Seki, Momota, Oohashi, Ninomiya, 767

dihydroceramide, ceramide, desaturase, rat,
skin, Mikami, Kashiwagi, Tsuchihashi,
Akino, Gasa, 906

dihydrofolate reductase, double mutants,
flexible loops, long-range interactions, sta-
bility and function, Ohmae, Iriyama, Ichi-
hara, Gekko, 33

—, enzyme function, point mutation, role of
flexible loop, structural stability, Ohmae,
Ishimura, Iwakura, Gekko, 839

—, cyanocysteine, mass spectrometry, molec-
ular dissection, peptide bond, Takenawa,
Oda, Ishihama, Iwakura, 1137

diketone, diacetyl, a-dicarbonyl, D-erythru-
lose reductase, tetrose, Maeda, Hosomi,
Mizoguchi, Nishihara, 602

dimer, chemokine, inflammation, NMR,
Hanzawa, Haruyama, Konishi, Watanabe,
Tsurufuji, 62

dimeric macrolide, actin depolymerization,
bistheonellide A, mycalolide B, swinholide
A, Saito, Watabe, Ozaki, Kobayashi, Suzu-
ki, Kobayashi, Fusetani, Karaki, 571

Dis3, Gsplp, Ran, Rrp44, rRNA, Shiomi,
Fukushima, Suzuki, Nakashima, Noguchi,
Nishimoto, 883

disaccharide analysis, heparan sulfate, hepar-
in, ion-pairing reversed-phase HPLC, para-
nitrophenyl hydrazine-labeling, Kariya,
Herrmann, Suzuki, Isomura, Ishihara, 240

discoidal complex, fragmentation, glucagon,
liposome, vesicular complex, Ryu, Han,
Kim, 55

disulfide bond, F protein, HN protein, intra-
cellular transport, protein folding, Segawa,
Kato, Yamashita, Taira, 1064

DnaA protein, ATP-binding, cardiolipin,
DNA replication, glycerol, Hase, Ishikawa,
Sekimizu, Tsuchiya, Mizushima, 680

DNA-binding, ATPase, cooperativity, RecA
protein, recombination, Mikawa, Masui,
Kuramitsu, 450

DNA methylation, DNA methyltransferase,
gene expression, vertebrates, Tajima,
Suetake, 993

DNA methyltransferase, DNA methylation,
gene expression, vertebrates, Tajima,
Suetake, 993

DNA replication, Epstein-Barr virus, replica-
tion origin, transient replication assay,
Shirakata, Hirai, 175

—, ATP-binding, cardiolipin, DnaA protein,
glycerol, Hase, Ishikawa, Sekimizu, Tsu-
chiya, Mizushima, 680

DNA synthesis, cell cycle, G2 arrest, high
pressure, premature mitosis, Matsumoto,
Yamaguchi, Fukumaki, Yasunaga, Terada,
87

—, nuclear localization, prolyl endopeptidase,
Swiss 3T3 cells, Ishino, Ohtsuki, Homma,
Natori, 540

dog, baculovirus expression, CYP2D, cyto-
chrome P450, drug metabolism, Tasaki,
Nakamura, Itoh, Ohashi, Yamamoto,
Masuda, Iwata, Kazusaka, Kamataki,
Fujita, 162

—, CYP2D, cytochrome P450, microsomes,
propranolol, Tasaki, Iwata, Kazusaka,
Fujita, 747

double knockout mice, erythropoiesis, NF-E2
p45, Nrf2, thrombopoiesis, Kuroha, Taka-
hashi, Komeno, Itoh, Nagasawa, Yama-
moto, 376

double mutants, dihydrofolate reductase,
flexible loops, long-range interactions, sta-
bility and function, Ohmae, Iriyama, Ichi-
hara, Gekko, 33

down-regulation, a subunit, stimulatory G
protein (G3), translocation, VIP, Yajima,
Akita, Saito, Kawashima, 1024

Down syndrome, mtprd gene, tetratricopep-
tide repeat, TPRD gene, Tsukahara, Ura-
kawa, Hattori, Hirai, Ohba, Yoshioka,
Sakaki, Muraki, 1055

drug delivery, cellular recognition, drugs
encapsulation, peritoneal macrophages, rat
carrier erythrocytes, Alvarez, Jorddn,
Herrdez, Diez, Tejedor, 233

drug metabolism, baculovirus expression,
CYP2D, cytochrome P450, dog, Tasaki,
Nakamura, Itoh, Ohashi, Yamamoto,
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Masuda, Iwata, Kazusaka, Kamataki,
Fujita, 162

drugs encapsulation, cellular recognition,
drug delivery, peritoneal macrophages, rat
carrier erythrocytes, Alvarez, Jordan,
Herrdez, Diez, Tejedor, 233

DSC, alcohol, calorimetry, Pseudomonas
cepacia lipase, thermal unfolding, Tanaka,
289

E

4E-BP1, eIF-4E, expression, interaction,
synthetic gene, Nishi, Morino, Tomoo,
Youtani, Ishida, 157

EGF, MAP kinase, MS-430, neuronal differ-
entiation, NGF, Ikeuchi, Nakatani, Yama-
da, Itokazu, Awaya, Hatanaka, 423

—, high glucose, insulin, pioglitazone,
PTPase, Obata, Maegawa, Kashiwagi,
Pillay, Kikkawa, 813

EGF-R, catalytic domain, protein kinase,
Borowski, Kornetzky, Laufs, 380

eIF-4E, 4E-BP1, expression, interaction,
synthetic gene, Nishi, Morino, Tomoo,
Youtani, Ishida, 157

elastase, baculovirus expression, caldecrin,
chymotrypsin-like protease, serine prote-
ase, Yoshino-Yasuda, Kobayashi, Aki-
yama, Itoh, Tomomura, Saheki, 546

elongated structure, modeling, porcine
amelogenin, small-angle X-ray scattering,
Matsushima, Izumi, Aoba, 150

elongation factors, ATPase, 40S ribosomal
subunits, 5S ribosomal RNA-L5 protein,
30S-5SRNP ribosomal particles, Ogata,
Ohno, Terao, Iwasaki, Endo, 294

embryo, aleurone layer, oil body, oleosin,
rice, Wu, Wang, Chen, Chen, Tzen, 386

endoglycoceramidase, 14C-glycosphingo-
lipids, reverse hydrolysis reaction, sphin-
golipid ceramide iV-deacylase, Mitsutake,
Kita, Nakagawa, Ito, 859

endothelial cells, hemodialysis, heparin,
midkine, uremic complications, Fujisawa,
Matsumoto, Muramatsu, Shinzato, Hira-
matsu, Horie, Cai, Oka, Amano, Mura-
matsu, Maeda, 864

enhancer, genomic imprinting, insulin-like
growth factor II, promoter usage, trans-
genic mouse, Hatano, Euersole-Cire, Fergu-
son-Smith, Jones, Surani, Sasaki, 984

entropy-enthalpy compensation, differential
titration calorimetry, heat capacity change,
hydrophobic interactions, Yasui, Ito, Kuro-
sawa, 827

enzyme function, dihydrofolate reductase,
point mutation, role of flexible loop, struc-
tural stability, Ohmae, Ishimura, Iwakura,
Gekko, 839

enzyme mechanism, artificial substrates,
geranylgeranyl diphosphate synthase, iso-
prenoids, prenyltransferase, Ohnuma,
Hemmi, Koyama, Ogura, Nishino, 1036

Epstein-Barr virus, DNA replication, replica-
tion origin, transient replication assay,
Shirakata, Hirai, lib

equine brain, ganglioside, horse brain, NMR,
sialic acid, Mikami, Kashiwagi, Tsuchiha-
shi, Daino, Akino, Gasa, 487

erythropoiesis, hematopoietic microenviron-

ment, IAP/CD47, stromal cell, Furusawa,
Yanai, Hara, Miyajima, Obinata, 101

—, double knockout mice, NF-E2 p45, Nrf2,
thrombopoiesis, Kuroha, Takahashi,
Komeno, Itoh, Nagasawa, Yamamoto, 376

D-erythrulose reductase, diacetyl, a-dicar-
bonyl, diketone, tetrose, Maeda, Hosomi,
Mizoguchi, Nishihara, 602

Escherichia coli, bacteriophage, cisplatin,
nucleotide excision repair, uurA, Tanaka,
Saito, Kimoto, Taketo, 821

—, carotenoid, complement, isoprenoid,
mutant, Hemmi, Ohnuma, Nagaoka,
Nishino, 1088

Eudragit, artificial liver, artificial matrix,
hepatocyte, spheroid, Yamada, Kamihira,
Hamamoto, Iijima, 1017

evolution, amphioxus, frog, lamprey, tropo-
nin C, Yuasa, Cox, Takagi, 1180

expression, 4E-BP1, eIF-4E, interaction,
synthetic gene, Nishi, Morino, Tomoo,
Youtani, Ishida, 157

—, Desulfovibrio vulgaris, flavodoxin, FMN-
binding, site-directed mutagenesis, Kita-
mura, Sagara, Taniguchi, Ashida, Ezoe,
Kohno, Kojima, Ozawa, Akutsu, Kumagai,
Nakaya, 891

extracellular signal-regulated kinase, carp,
fish, MAP kinase, mitogen-activated pro-
tein kinase, Hashimoto, Yokoyama,
Matsuo, Toyohara, Kohno, Sakaguchi,
1031

families, galactosyltransf erase, glycosyl-
transferase, peptide motif, sequence analy-
sis, Breton, Bettler, Joziasse, Geremia,
Imberty, 1000

fatty liver, apo B, suncus, VLDL, Liang,
Kinoshita, Muto, Fujimaki, Matsuki, Saito,
Yamanaka, Teramoto, 28

FcfRI, linker region, RBL-2H3, signal trans-
duction, Syk, Yamashita, Kainyama,
Araki, Nagasawa, 1199

Fc receptor, binding avidity, guinea pig,
polymorphonuclear leukocytes, proteoly-
sis, Isashi, Yamashita, Nagasawa, Ta-
naka, Murakami, Uede, 959

ferredoxin, hyperthermophile, iron-sulfur
cluster, Pyrobaculum islandicum, Naka-
jima, Fujiwara, Fukumori, 521

fibroblast, /J-aminopropionitrile, L-ascorbic
acid 2-phosphate, type I collagen, type VI
collagen, Hazeki, Yamato, Imamura, Sasa-
ki, Nakazato, Yamamoto, Konomi, Haya-
shi, 587

fibronectin, cell targeting, cocktail effect,
gene transduction, retrovirus vector, Asa-
da, Uemori, Ueno, Hashino, Koyama,
Kawamura, Kato, 1041

filament, flagella, flagellin, outer membrane,
Nishioka, Furuno, Kawagishi, Homma,
1169

fish, carp, extracellular signal-regulated ki-
nase, MAP kinase, mitogen-activated pro-
tein kinase, Hashimoto, Yokoyama,
Matsuo, Toyohara, Kohno, Sakaguchi,
1031

flagella, flagellin, filament, outer membrane,
Nishioka, Furuno, Kawagishi, Homma,
1169

flagellin, flagella, filament, outer membrane,

Nishioka, Furuno, Kawagishi, Homma,
1169

flavodoxin, Desulfovibrio vulgaris, expres-
sion, FMN-binding, site-directed muta-
genesis, Kitamura, Sagara, Taniguchi,
Ashida, Ezoe, Kohno, Kojima, Ozawa,
Akutsu, Kumagai, Nakaya, 891

flavoenzyme, site-directed mutagenesis,
protein conformation, Stoltz, Brandsch,
445

—, active site, chemical modification, peptide
sequencing, phenylglyoxal, Mukouyama,
Hirose, Suzuki, 1097

flexible loops, dihydrofolate reductase, dou-
ble mutants, long-range interactions, sta-
bility and function, Ohmae, Iriyama, Ichi-
hara, Gekko, 33

fluorescein, ATP binding, conformation
change, Na+,K+-ATPase, pyridoxal, Tsu-
da, Kay a, Funatsu, Hayashi, Taniguchi,
169

fluorescence quenching, gramicidin B Aib
analogue (GBA), helical peptide pore-
former, peptide-lipid interaction, vesicle
surface adsorption, Jelokhani-Niaraki,
Nakashima, Kodama, Kondo, 790

fluorescence resonance energy transfer, actin,
Ca2+-induced conformational change,
skeletal muscle thin filaments, troponin,
Miki, Kobayashi, Kimura, Hagiwara, Hai,
Maeda, 324

fluorescence spectroscopy, circular dichroism,
5'-nucleotidase, seminal plasma, thermo-
stability, Fini, Coli, Flondi, D'Auria,
Staiano, Nucci, Rossi, 269

fluorescent ATP analogue, central bare zone,
Cy3-EDA-ATP, myosin, thick filament,
Oiwa, Yamaga, Yamada, 614

fluorogenic substrate, assay methods, glyco-
gen debranching enzyme, HPLC, Omichi,
Hose, 932

FMN-binding, Desulfovibrio vulgaris, ex-
pression, flavodoxin, site-directed muta-
genesis, Kitamura, Sagara, Taniguchi,
Ashida, Ezoe, Kohno, Kojima, Ozawa,
Akutsu, Kumagai, Nakaya, 891

foam cell formation, advanced glycation end
products, atherosclerosis, Maillard reac-
tion, modified low density lipoprotein,
Jinnouchi, Sano, Nagai, Hakamata,
Kodama, Suzuki, Yoshida, Ueda, Hori-
uchi, 1208

folding, a-lactalbumin, nutrition, signal pep-
tide, transgenic tobacco, Takase, Hagi-
wara, 440

F protein, disulfide bond, HN protein, in-
tracellular transport, protein folding, Se-
gawa, Kato, Yamashita, Taira, 1064

fragmentation, discoidal complex, glucagon,
liposome, vesicular complex, Ryu, Han,
Kim, 55

FRET, actin, skeletal muscle regulation,
steric blocking theory, tropomyosin, Miki,
Miura, Sano, Kimura, Kondo, Ishida,
Maeda, 1104

frog, amphioxus, evolution, lamprey, tropo-
nin C, Yuasa, Cox, Takagi, 1180

Fv fragment, phage antibody, surface plas-
mon resonance, valency, Ito, Kurosawa,
832
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G2 arrest, cell cycle, DNA synthesis, high
pressure, premature mitosis, Matsumoto,
Yamaguchi, Fukumaki, Yasunaga, Terada,
87

/8-D-galactosidase, a-amylase inhibitor, ga-
lactosyl maltooligosaccharide, oligosaccha-
ridonolactone, transglycosylation, Takada,
Ogawa, Saito, Murata, Usui, 508

galactosyl maltooligosaccharide, a-amylase
inhibitor, /?-D-galactosidase, oligosaccha-
ridonolactone, transglycosylation, Takada,
Ogawa, Saito, Murata, Usui, 508

galactosyltransferase, families, glycosyl-
transferase, peptide motif, sequence
analysis, Breton, Bettler, Joziasse, Geremia,
Imberty, 1000

ganglioside, cholesterol sulfate, pancreatic
elastase, Pseudomonas aeruginosa elas-
tase, sulfatide, Ito, Iwamori, Hanaoka,
Iwamori, 107

—, equine brain, horse brain, NMR, sialic
acid, Mikami, Kashiwagi, Tsuchihashi,
Daino, Akino, Gasa, 487

—, bovine brain, sialic acid, sialidase, synap-
tosome, Hata, Wada, Hasegawa, Kiso,
Miyagi, 899

gel electrophoresis retardation assay, anti-
body, apoptosis, sandwich ELISA, single-
stranded DNA, Kawarada, Miura, Sugi-
yama, 492

gene amplification, alternative splicing, HL-
60 cells, OS-9 cDNAs, Kimura, Nakazawa,
Yamada, 876

gene expression, DNA methylation, DNA
methyltransferase, vertebrates, Tajima,
Suetake, 993

gene transduction, cell targeting, cocktail
effect, fibronectin, retrovirus vector, Asa-
da, Uemori, Ueno, Hashino, Koyama,
Kawamura, Kato, 1041

genomic imprinting, enhancer, insulin-like
growth factor II, promoter usage, trans-
genic mouse, Hatano, Eversole-Cire, Fergu-
son-Smith, Jones, Surani, Sasaki, 984

geranylgeranyl diphosphate synthase, arti-
ficial substrates, enzyme mechanism, iso-
prenoids, prenyltransferase, Ohnuma,
Hemmi, Koyama, Ogura, Nishino, 1036

glucagon, discoidal complex, fragmentation,
liposome, vesicular complex, Ryu, Han,
Kim, 55

(l,3)-/S-D-glucans, horseshoe crab, host de-
fense, innate immunity, lipopolysaccha-
rides, Iwanaga, Kawabata, Muta, 1

yS-glucosidase, inhibition, 4-arylimidazoles,
&>-iV-acylhistamines, 4-(cj-phenylalkyl)
imidazoles, Li, Hsu, Chang, Chen, 416

glutamate racemase, Bacillus subtilis, poly-
y-glutamate producer, poly-y-glutamate,
Ashiuchi, Tani, Soda, Misono, 1156

iV-glycan, microheterogeneity, Nicotiana
alata, ribonuclease, self-incompatibility,
Oxley, Munro, Craik, Back, 978

glycerol, ATP-binding, cardiolipin, DNA
replication, DnaA protein, Hose, Ishikawa,
Sekimizu, Tsuchiya, Mizushima, 680

glycoconjugate, Golgi apparatus, modulation
of glycosylation, molecular cloning, nucleo-
tide sugar transporter, Kawakita, Ishida,
Miura, Sun-Wada, Yoshioka, 111

glycogen, 1,5-anhydro-D-fructose, 1,5-anhy-
dro-D-fructose reductase, 1,5-anhydro-D-
glucitol, glycogenolysis, Sakuma, Kame-
tani, Akanuma, 189

glycogen debranching enzyme, assay meth-
ods, fluorogenic substrate, HPLC, Omichi,
Hose, 932

glycogenolysis, 1,5-anhydro-D-fructose, 1,5-
anhydro-D-fructose reductase, 1,5-anhy-
dro-D-glucitol, glycogen, Sakuma, Kame-
tani, Akanuma, 189

glycopolymers, biomaterials, lectins, oligo-
saccharides, Tsuchida, Akimoto, Usui,
Kobayashi, 715

glycoprobe, binding specificity, GTlb gan-
glioside, neoglycoprotein, sialoadhesin,
Hashimoto, Suzuki, Crocker, Suzuki, 468

glycoprotein, Asn-glycan, Asn-glycan func-
tion, protein folding, ribonuclease B,
Nishimura, Uchida, Inohana, Setoh, Daba,
Nishimura, Yamaguchi, 516

—, human serum/plasma, platelet-activating
factor (PAF), platelet-activating factor
acetylhydrolase, Akiyama, Sugatani,
Suzuki, Suzuki, Miwa, 786

14C-glycosphingolipids, endoglycoceramid-
ase, reverse hydrolysis reaction, sphingo-
lipid ceramide iV-deacylase, Mitsutake,
Kita, Nakagawa, Ito, 859

glycosylphosphatidylinositol, aggregation,
hypophosphatasia, intracellular transport,
tissue-nonspecific alkaline phosphatase,
Shibata, Fukushi, Igarashi, Misumi, Ike-
hara, Ohashi, Oda, 968

glycosyltransferase, capsule, polysaccha-
rides, Streptococcus pneumoniae, Kolkman,
van der Zeijst, Nuijten, 937

—, families, galactosyltransf erase, peptide
motif, sequence analysis, Breton, Bettler,
Joziasse, Geremia, Imberty, 1000

Golgi apparatus, glycoconjugate, modulation
of glycosylation, molecular cloning, nucleo-
tide sugar transporter, Kawakita, Ishida,
Miura, Sun-Wada, Yoshioka, 111

GPI-anchored protein, CD59, detergent-in-
soluble complex, nuclear pellet, subcellular
distribution, Hatanaka, Seya, Miyagawa,
Matsumoto, Hara, Tanaka, Shimizu, 579

G-protein, GTPy, Sai, Matsuda, Aral, Oh-
kuma, 630

—, ARF, lysis, lysosome, Arai, Matsuda, Sai,
Ohkuma, 637

gramicidin B Aib analogue (GBA), fluores-
cence quenching, helical peptide pore-
former, peptide-lipid interaction, vesicle
surface adsorption, Jelokhani-Niaraki,
Nakashima, Kodama, Kondo, 790

gravin, atherosclerosis, growth regulation,
MAP kinase, oxidized LDL, Sato, Kokame,
Shimokado, Kato, Miyata, 1119

growth cones, axonal pathfinding, brain
development, cerebral cortex, neurite
growth, Ho, Wakatsuki, Arioka, Yamasaki,
Kitamoto, 332

growth factor, heparin, midkine, neurite
outgrowth, plasminogen activator, Akhter,
Ichihara-Tanaka, Kojima, Muramatsu,
Inui, Kimura, Kaneda, Talukder, Kado-
matsu, Inagaki, Muramatsu, 1127

growth regulation, atherosclerosis, gravin,
MAP kinase, oxidized LDL, Sato, Kokame,
Shimokado, Kato, Miyata, 1119

Gsplp, Dis3, Ran, Rrp44, rRNA, Shiomi,
Fukushima, Suzuki, Nakashima, Noguchi,
Nishimoto, 883

GTlb ganglioside, binding specificity, glyco-
probe, neoglycoprotein, sialoadhesin,
Hashimoto, Suzuki, Crocker, Suzuki, 468

GTPy, G-protein, Sat, Matsuda, Arai, Oh-
kuma, 630

guanidine hydrochloride, Bacillus stearother-
mophilus, denaturation, multienzyme com-
plex, pyruvate dehydrogenase, Hiromasa,
Aso, Mayanagi, Inoue, Fujisawa, Meno,
Ueki, 564

guinea pig, binding avidity, Fc receptor,
polymorphonuclear leukocytes, proteoly-
sis, Isashi, Yamashita, Nagasawa, Ta-
naka, Murakami, Uede, 959

H

Halobacterium salinarium, 13C NMR, pyru-
vate metabolism, tea cycle, Majumdar,
Sonawat, 115

halophilicity, metalloproteinase, salt-activa-
tion, solubility, thermolysin, Inouye, Ku-
zuya, Tonomura, 847

hammerhead, DHFR, in vivo selection, ribo-
zyme, translation, Hamada, Fujita, Kise,
Jigami, Taira, 684

hamster, CP-230821, HepG2 cells, HMG-
CoA reductase, LDL receptor, Shimokawa,
Goto, Ida, Goto, Nishijima, Kodama, 596

Hansenula saturnus, 1-aminocyclopropane-
1-carboxylate (ACC), ACC deaminase,
Minami, Uchiyama, Murakami, Kawai,
Mikami, Yamada, Yokoi, Ito, Matsui,
Honma, 1112

HDL, amphipathic helix, antimicrobial activ-
ity, apolipoprotein A-II, membrane, Moti-
zuki, Itoh, Yamada, Shimamura, Tsurugi,
675

heat capacity change, differential titration
calorimetry, entropy-enthalpy compensa-
tion, hydrophobic interactions, Yasui, Ito,
Kurosawa, 827

helical peptide pore-former, fluorescence
quenching, gramicidin B Aib analogue
(GBA), peptide-lipid interaction, vesicle
surface adsorption, Jelokhani-Niaraki,
Nakashima, Kodama, Kondo, 790

hematopoietic microenvironment, erythro-
poiesis, IAP/CD47, stromal cell, Furu-
sawa, Yanai, Hara, Miyajima, Obinata,
101

hemodialysis, endothelial cells, heparin,
midkine, uremic complications, Fujisawa,
Matsumoto, Muramatsu, Shinzato, Hira-
matsu, Horie, Cai, Oka, Amano, Mura-
matsu, Maeda, 864

heparan sulfate, disaccharide analysis, hepar-
in, ion-pairing reversed-phase HPLC, para-
nitrophenyl hydrazine-labeling, Kariya,
Herrmann, Suzuki, Isomura, Ishihara,
240

heparin, disaccharide analysis, heparan sul-
fate, ion-pairing reversed-phase HPLC,
paranitrophenyl hydrazine-labeling, Kari-
ya, Herrmann, Suzuki, Isomura, Ishihara,
240

—, heparin-lyase, oral bacterium, sulfated
glycosaminoglycan, sulfated oligosaccha-
ride, Watanabe, Tsuda, Yamada, Shibata,
Nakamura, Sugahara, 283
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H (cont'd)
—, endothelial cells, hemodialysis, midkine,

uremic complications, Fujisawa, Matsu-
moto, Muramatsu, Shinzato, Hiramatsu,
Horie, Cai, Oka, Amano, Muramatsu,
Maeda, 864

—, growth factor, midkine, neurite out-
growth, plasminogen activator, Akhter,
Ichihara-Tanaka, Kojima, Muramatsu,
Inui, Kimura, Kaneda, Talukder, Kado-
matsu, Inagaki, Muramatsu, 1127

heparin-lyase, heparin, oral bacterium, sul-
fated glycosaminoglycan, sulfated oligosac-
charide, Watanabe, Tsuda, Yamada,
Shibata, Nakamura, Sugahara, 283

hepatocyte, cellular injury, IFN y, Liang,
Akaike, 213

—, cAMP, dexamethasone, tissue-type
plasminogen activator, type-1 plasmino-
gen activator inhibitor, Uno, Nakamura,
Ohomagari, Matsuyama, Seki, Ariga,
806

—, artificial liver, artificial matrix, Eudragit,
spheroid, Yamada, Kamihira, Hamamoto,
Iijima, 1017

hepatocyte nuclear factor-4, chicken oval-
bumin gene upstream promoter transcrip-
tion factor, nuclear receptor, peroxisome
proliferator, peroxisome proliferator-ac-
tivated receptor, Nishiyama, Hi, Osada,
Osumi, 1174

HepG2 cells, CP-230821, hamster, HMG-
CoA reductase, LDL receptor, Shimokawa,
Goto, Ida, Goto, Nishijima, Kodama, 596

heterologous expression, human UDP-ga-
lactose transporter, nucleotide-sugar trans-
porter, Saccharomyces cereuisiae, Sun-
Wada, Yoshioka, Ishida, Kawakita, 912

high glucose, EGF, insulin, pioglitazone,
PTPase, Obata, Maegawa, Kashiwagi,
Pillay, Kikkawa, 813

high pressure, cell cycle, DNA synthesis, G2
arrest, premature mitosis, Matsumoto,
Yamaguchi, Fukumaki, Yasunaga, Terada,
87

high-resolution solid-state NMR, bacterio-
rhodopsin, 13C NMR, stability of a--helical
domain, Yamaguchi, Tuzi, Seki, Tanio,
Needleman, Lanyi, Naito, Saito, 78

HL-60 cells, hnRNP, myeloperoxidase, RNA
binding protein, transcriptional repression,
Tsuchiya, Kamei, Takano, Matsui, Yama-
da, 499

—, alternative splicing, gene amplification,
OS-9 cDNAs, Kimura, Nakazawa, Yama-
da, 876

HMG-CoA reductase, CP-230821, hamster,
HepG2 cells, LDL receptor, Shimokawa,
Goto, Ida, Goto, Nishijima, Kodama, 596

HMG CoA synthase, cholesterol, NF-Y,
squalene synthase, SREBP, Inoue, Sato,
Maeda, 1191

HN protein, disulfide bond, F protein, intra-
cellular transport, protein folding, Segawa,
Kato, Yamashita, Taira, 1064

hnRNP, HL-60 cells, myeloperoxidase, RNA
binding protein, transcriptional repression,
Tsuchiya, Kamei, Takano, Matsui, Yama-
da, 499

horse brain, equine brain, ganglioside, NMR,
sialic acid, Mikami, Kashiwagi, Tsuchi-

hashi, Daino, Akino, Gasa, 487
horseshoe crab, (l,3)-/?-D-glucans, host de-

fense, innate immunity, lipopolysaccha-
rides, Iwanaga, Kawabata, Muta, 1

host defense, (l,3)-/J-D-glucans, horseshoe
crab, innate immunity, lipopolysaccha-
rides, Iwanaga, Kawabata, Muta, 1

HPLC, assay methods, fluorogenic substrate,
glycogen debranching enzyme, Omichi,
Hose, 932

human AK2 isozymes, AK activity, post-
transcriptional regulation, recombinant
protein, tissue specificity, Lee, Kim, Lee,
Kim, Lee, Park, Choe, 47

human leukemia cells, calcium binding pro-
tein, cellular localization, MRP, MRP bind-
ing site, Koike, Kondo, Makita, Kajiyama,
Yoshida, Morikawa, 1079

human plasma, 4-hydroxy-2-frans-nonenal,
lipid peroxidation, malondialdehyde,
NICI-GC-MS, Rauli, Puppo, Magni,
Kienle, 918

human serum/plasma, glycoprotein, platelet-
activating factor (PAF), platelet-activating
factor acetylhydrolase, Akiyama, Suga-
tani, Suzuki, Suzuki, Miwa, 786

human UDP-galactose transporter, heter-
ologous expression, nucleotide-sugar trans-
porter, Saccharomyces cerevisiae, Sun-
Wada, Yoshioka, Ishida, Kawakita, 912

hydrogen peroxide, catalase gene promoter,
Schizosaccharomyces pombe, stress re-
sponse, transcriptional regulation, Naka-
gawa, Yamada, Mutoh, 1048

hydrophobic interactions, differential titra-
tion calorimetry, entropy-enthalpy com-
pensation, heat capacity change, Yasui, ho,
Kurosawa, 827

4-hydroxy-2-frans-nonenal, human plasma,
lipid peroxidation, malondialdehyde,
NICI-GC-MS, Rauli, Puppo, Magni,
Kienle, 918

4-hydroxynonenal (HNE), aldehydes, antiox-
idants, antioxidative defense, lipid perox-
idation, mouse thymocytes, Siems, Pime-
nov, Esterbauer, Grune, 534

hydroxysteroid, bacterial expression, cDNA,
rabbit, sulfotransferase, Yoshinari, Naga-
ta, Shiraga, Iwasaki, Hata, Ogino, Ueda,
Fujita, Shimada, Yamazoe, 740

hyperthermophile, ferredoxin, iron-sulfur
cluster, Pyrobaculum islandicum, Naka-
jima, Fujiwara, Fukumori, 521

hypophosphatasia, aggregation, glycosylphos-
phatidylinositol, intracellular transport,
tissue-nonspecific alkaline phosphatase,
Shibata, Fukushi, Igarashi, Misumi, Ike-
hara, Ohashi, Oda, 968

I

IAP/CD47, erythropoiesis, hematopoietic
microenvironment, stromal cell, Furu-
sawa, Yanai, Hara, Miyajima, Obinata,
101

IFN y, cellular injury, hepatocyte, Liang,
Akaike, 213

immunofluorescence, isoform, oil body, oleo-
sin, organelle stability, Tzen, Chuang,
Chen, Wu, 318

immunoregulation, ITIM, KIR, SHP, SHIP,
Yamashita, Fukuta, Tsuji, Nagabukuro,
Matsuda, Nishikawa, Ohyama, Ohmori,

Ono, Takai, 358
inactivating enzyme, aminoacyl-/J-naphthyl-

amide, aminopeptidase, puromycin, Strep-
tomyces morookaensis, Nishimura, Matsuo,
Nakamura, Sugiyama, 247

indolizine inhibitor, non-steroidal anti-in-
flammatory drug, phospholipase A2, struc-
ture-based drug design, X-ray crystallogra-
phy, Kitadokoro, Hagishita, Sato, Ohtani,
Miki, 619

inflammation, chemokine, dimer, NMR,
Hanzawa, Haruyama, Konishi, Watanabe,
Tsurufuji, 62

inhibition, /S-glucosidase, 4-arylimidazoles,
w-iV-acylhistamines, 4-(&j-phenylalkyl)-
imidazoles, Li, Hsu, Chang, Chen, 416

inhibitor, lysophosphatidylinositol, lysophos-
phatidylserine, phosphatidylinositol, phos-
pholipase D, Kawabe, Kodaki, Katayama,
Okamura, Mori, Yamashita, 870

innate immunity, (l,3)-/3-D-glucans, horse-
shoe crab, host defense, lipopolysaccha-
rides, Iwanaga, Kawabata, Muta, 1

inner membrane, mitochondria, precursor,
Tim proteins, protein import, Ishihara,
Mihara, 722

insulin, EGF, high glucose, pioglitazone,
PTPase, Obata, Maegawa, Kashiwagi,
Pillay, Kikkawa, 813

insulin-like growth factor II, enhancer, geno-
mic imprinting, promoter usage, transgenic
mouse, Hatano, Eversole-Cire, Ferguson-
Smith, Jones, Surani, Sasaki, 984

interaction, 4E-BP1, eIF-4E, expression,
synthetic gene, Nishi, Morino, Tomoo,
Youtani, Ishida, 157

interaction under highly denaturing condi-
tions, 13C-NMR, isotope-labeling, lyso-
zyme, Abe, Ueda, Kawano, Tanaka, Imoto,
313

interleukin-1/?, basic fibroblast growth fac-
tor, chondrocytes, matrix metallopro-
teinase, nitric oxide, Sasaki, Hattori,
Fujisawa, Takahashi, Inoue, Takigawa,
431

interleukin-3, mSos, Ras, thrombin, Togo,
Kaziro, Satoh, 659

intracellular transport, aggregation, glycosyl-
phosphatidylinositol, hypophosphatasia,
tissue-nonspecific alkaline phosphatase,
Shibata, Fukushi, Igarashi, Misumi, Ike-
hara, Ohashi, Oda, 968

—, disulfide bond, F protein, HN protein,
protein folding, Segawa, Kato, Yamashita,
Taira, 1064

intron, catalytic RNA, ribozyme, self-splic-
ing, trans-activation, Ikawa, Shiraishi,
Inoue, 528

in vivo selection, DHFR, hammerhead, ribo-
zyme, translation, Hamada, Fujita, Kise,
Jigami, Taira, 684

ion-pairing reversed-phase HPLC, disaccha-
ride analysis, heparan sulfate, heparin,
paranitrophenyl hydrazine-labeling, Kari-
ya, Herrmann, Suzuki, Isomura, Ishihara,
240

ion trap, MARCKS, mass spectrometry,
protein kinase C, protein structure, Yama-
uchi, Kiyonami, Kanai, Taniguchi, 760

iron, aluminum toxicity, neuronal cells,
transferrin-independent iron uptake,
transferrin receptor, Oshiro, Kawahara,
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I (cont'd)
Mika, Muramoto, Kobayashi, Ishige, No-
zawa, Hori, Yung, Kitajima, Kuroda, 42

iron-sulfur cluster, ferredoxin, hyperthermo-
phile, Pyrobaculum islandicum, Nakajima,
Fujiwara, Fukumori, 521

isoform, immunofluorescence, oil body, oleo-
sin, organelle stability, Tzen, Chuang,
Chen, Wu, 318

isomerization, all-trans-retinol, 11-cis-reti-
nol, phospholipid, rhodopsin, Shimizu,
Ishiguro, Tamai, 953

isoprenoid, carotenoid, complement, Escheri-
chia coll, mutant, Hemmi, Ohnuma, Naga-
oka, Nishino, 1088

—, artificial substrates, enzyme mechanism,
geranylgeranyl diphosphate synthase,
prenyltransferase, Ohnuma, Hemmi, Ko-
yama, Ogura, Nishino, 1036

isotope-labeling, "C-NMR, interaction under
highly denaturing conditions, lysozyme,
Abe, Ueda, Kawano, Tanaka, Imoto, 313

ITIM, immunoregulation, KIR, SHP, SHIP,
Yamashita, Fukuta, Tsuji, Nagabukuro,
Matsuda, Nishikawa, Ohyama, Ohmori,
Ono, Takai, 358

K

kabiramide D, actin, biocytin, marine natural
product, mycalolide B, Wada, Matsunaga,
Saito, Fusetani, Watabe, 946

KIR, immunoregulation, ITIM, SHP, SHIP,
Yamashita, Fukuta, Tsuji, Nagabukuro,
Matsuda, Nishikawa, Ohyama, Ohmori,
Ono, Takai, 358

kringle domain, e-amino-n-caproic acid,
lysine binding site, plasminogen, staphylo-
kinase, Arai, Madoiwa, Mimuro, Asakura,
Matsuda, Sako, Sakata, 71

Ku antigen, Alu family DNA, Tsuchiya,
Saegusa, Taira, Mimori, Iguchi-Ariga,
Ariga, 120

Kupffer cells, leukotriene, lipopolysaccha-
ride, prostaglandin, thromboxane, Kimura,
Moriyama, Nishisako, Kannan, Shiota,
Sakurada, Musashi, Sugano, 142

kynurenine 3-monooxygenase, mitochondrial
outer membrane, monoclonal antibody, pig
liver, UV/visible absorption spectrum,
Uemura, Hirai, 253

a-lactalbumin, folding, nutrition, signal pep-
tide, transgenic tobacco, Takase, Hagi-
wara, 440

lamprey, amphioxus, evolution, frog, tropo-
nin C, Yuasa, Cox, Takagi, 1180

LDL receptor, CP-230821, hamster, HepG2
cells, HMG-CoA reductase, Shimokawa,
Goto, Ida, Goto, Nishijima, Kodama, 596

lectins, biomaterials, glycopolymers, oligo-
saccharides, Tsuchida, Akimoto, Usui,
Kobayashi, 715

leukotriene, Kupffer cells, lipopolysaccha-
ride, prostaglandin, thromboxane, Kimura,
Moriyama, Nishisako, Kannan, Shiota,
Sakurada, Musashi, Sugano, 142

linker region, FCERI, RBL-2H3, signal trans-
duction, Syk, Yamashita, Kairiyama,
Araki, Nagasawa, 1199

lipase activator protein, calcium ion, com-

plex, Pseudomonas, reactivation, Shibata,
Kato, Oda, 136

lipid peroxidation, aldehydes, antioxidants,
antioxidative defense, 4-hydroxynonenal
(HNE), mouse thymocytes, Siems,
Pimenov, Esterbauer, Grune, 534

—, human plasma, 4-hydroxy-2-fra/is-
nonenal, malondialdehyde, NICI-GC-MS,
Rauli, Puppo, Magni, Kienle, 918

lipid transport, apoptosis, Chinese hamster
ovary cell, phosphatidylserine, Uchida,
Emoto, Daleke, Inoue, Umeda, 1073

lipoamide dehydrogenase, crystal structure,
2-oxoglutarate dehydrogenase complex,
pyruvate dehydrogenase complex, X-ray
analysis, Toyoda, Suzuki, Sekiguchi, Reed,
Takenaka, 668

lipopolysaccharide, Kupffer cells, leuko-
triene, prostaglandin, thromboxane, Ki-
mura, Moriyama, Nishisako, Kannan,
Shiota, Sakurada, Musashi, Sugano, 142

lipopolysaccharides, (l,3)-/?-D-glucans,
horseshoe crab, host defense, innate immu-
nity, Iwanaga, Kawabata, Muta, 1

liposome, discoidal complex, fragmentation,
glucagon, vesicular complex, Ryu, Han,
Kim, 55

long-range interactions, dihydrofolate re-
ductase, double mutants, flexible loops,
stability and function, Ohmae, Iriyama,
Ichihara, Gekko, 33

low-temperature, phosphatase, psychrophilic
enzyme, purification, Tsuruta, Tsuneta,
Ishida, Watanabe, Uno, Aizono, 219

Lys-gingipain, Arg-gingipain, lysine-specific
cysteine proteinase, periodontal disease,
Porphyromonas gingiualis, Abe, Kadowaki,
Okamoto, Nakayama, Ohishi, Yamamoto,
305

lysine binding site, £-amino-n-caproic acid,
kringle domain, plasminogen, staphyloki-
nase, Arai, Madoiwa, Mimuro, Asakura,
Matsuda, Sako, Sakata, 71

lysine-specific cysteine proteinase, Arg-gin-
gipain, Lys-gingipain, periodontal disease,
Porphyromonas gingivalis, Abe, Kadowaki,
Okamoto, Nakayama, Ohishi, Yamamoto,
305

lysis, ARF, G-protein, lysosome, Arai,
Matsuda, Sai, Ohkuma, 637

lysophosphatidylinositol, inhibitor, lysophos-
phatidylserine, phosphatidylinositol, phos-
pholipase D, Kawabe, Kodaki, Katayama,.
Okamura, Mori, Yamashita, 870

lysophosphatidylserine, inhibitor, lysophos-
phatidylinositol, phosphatidylinositol,
phospholipase D, Kawabe, Kodaki, Kata-
yama, Okamura, Mori, Yamashita, 870

lysosome, ARF, G-protein, lysis, Arai,
Matsuda, Sai, Ohkuma, 637

lysozyme, !3C-NMR, isotope-labeling, inter-
action under highly denaturing conditions,
Abe, Ueda, Kawano, Tanaka, Imoto, 313

M

macrophage migration inhibitory factor,
adipocyte, diabetes, tumor necrosis factor
a, tyrosine kinase, Hirokawa, Sakaue,
Furuya, Ishii, Hasegawa, Tagami, Kawa-
kami, Sakai, Nishi, Nishihira, 733

Maillard reaction, aldehyde reductase, 3-de-
oxyglucosone, dicarbonyls, methylglyoxal,

Suzuki, Koh, Mizuno, Hamaoka, Tani-
guchi, 353

—, advanced glycation end products, athero-
sclerosis, foam cell formation, modified low
density lipoprotein, Jinnouchi, Sana,
Nagai, Hakamata, Kodama, Suzuki,
Yoshida, Ueda, Horiuchi, 1208

malondialdehyde, human plasma, 4-hydro-
xy-2-frans-nonenal, lipid peroxidation,
NICI-GC-MS, Rauli, Puppo, Magni,
Kienle, 918

MAP kinase, EGF, MS-430, neuronal differ-
entiation, NGF, Ikeuchi, Nakatani, Yama-
da, Itokazu, Awaya, Hatanaka, 423

—, carp, extracellular signal-regulated ki-
nase, fish, mitogen-activated protein ki-
nase, Hashimoto, Yokoyama, Matsuo,
Toyohara, Kohno, Sakaguchi, 1031

—, atherosclerosis, gravin, growth regulation,
oxidized LDL, Sato, Kokame, Shimokado,
Kato, Miyata, 1119

MARCKS, ion trap, mass spectrometry,
protein kinase C, protein structure, Yama-
uchi, Kiyonami, Kanai, Taniguchi, 760

marine natural product, actin, biocytin,
kabiramide D, mycalolide B, Wada,
Matsunaga, Saito, Fusetani, Watabe, 946

mass spectrometry, ion trap, MARCKS,
protein kinase C, protein structure, Yama-
uchi, Kiyonami, Kanai, Taniguchi, 760

—, cyanocysteine, dihydrofolate reductase,
molecular dissection, peptide bond, Take-
nawa, Oda, Ishihama, Iwakura, 1137

matrix metalloproteinase, basic fibroblast
growth factor, chondrocytes, interleukin-
1/8, nitric oxide, Sasaki, Hattori, Fujisawa,
Takahashi, Inoue, Takigawa, 431

MDX-mouse muscle, myonase, mRNA, puri-
fication, serine proteinase, Hori, Ohtani,
Hori, Nokihara, 650

membrane, amphipathic helix, antimicrobial
activity, apolipoprotein A-II, HDL, Moti-
zuki, Itoh, Yamada, Shimamura, Tsurugi,
675

membrane glycoprotein, brain-specific, de-
velopment dependent, pyridylamination,
sugar chain, Nakakita, Natsuka, Ikenaka,
Hose, 1164

membrane insertion, cholesterol-binding
cytolysin, perfringen O, pore-forming
toxin, tryptophan, Nakamura, Sekino-
Suzuki, Mitsui, Ohno-Iwashita, 1145

membrane protein, cytochrome c oxidase,
quinol oxidase, three-dimensional struc-
ture, X-ray crystallography, Iwata, 369

mesoderm induction, activin, midkine, neural
formation, pleiotrophin, Yokota, Taka-
hashi, Eisaki, Asashima, Akhter, Mura-
matsu, Kadomatsu, 339

metalloproteinase, halophilicity, salt-activa-
tion, solubility, thermolysin, Inouye,
Kuzuya, Tonomura, 847

metalloregulation, arsenic, antimony, resis-
tance, transport, Xu, Zhou, Kuroda, Rosen,
16

methylglyoxal, aldehyde reductase, 3-deoxy-
glucosone, dicarbonyls, Maillard reaction,
Suzuki, Koh, Mizuno, Hamaoka, Tani-
guchi, 353

microheterogeneity, iV-glycan, Nicotiana
alata, ribonuclease, self-incompatibility,
Oxley, Munro, Craik, Back, 978
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M (cont'd)

microsomes, CYP2D, cytochrome P450, dog,
propranolol, Tasaki, Iwata, Kazusaka,
Fujita, 747

midkine, activin, mesoderm induction, neural
formation, pleiotrophin, Yokota, Taka-
hashi, Eisaki, Asashima, Akhter, Mura-
matsu, Kadomatsu, 339

—, endothelial cells, hemodialysis, heparin,
uremic complications, Fujisawa, Matsu-
moto, Muramatsu, Shinzato, Hiramatsu,
Horie, Cai, Oka, Amano, Muramatsu,
Maeda, 864

—, growth factor, heparin, neurite outgrowth,
plasminogen activator, Akhter, Ichihara-
Tanaka, Kojima, Muramatsu, Inui, Ki-
mura, Kaneda, Talukder, Kadomatsu,
Inagaki, Muramatsu, 1127

mitochondria, adenylate kinase, bi-topologi-
cal distribution, co-translational import,
noncleavable protein, Nobumoto, Yamada,
Song, Inouye, Nakazawa, 128

—, inner membrane, precursor, Tim proteins,
protein import, Ishihara, Mihara, 722

—, mitochondria import stimulation factor,
mitochondrial protein import, mitochon-
dria-targeting sequence, processing pep-
tidase, Omura, 1010

mitochondria import stimulation factor,
mitochondria, mitochondrial protein im-
port, mitochondria-targeting sequence,
processing peptidase, Omura, 1010

mitochondrial DNA, cDNA, mitochondrial
RNA, mitochondrial transcription, poly-
adenylated RNA, Nakamichi, Rhoads,
Hayashi, Kagawa, Matsumura, 392

mitochondrial intermembrane space, ATP,
cysteine protease, proteolysis, rat, Sitte,
Dubiel, Kloetzel, 408

mitochondrial outer membrane, kynurenine
3-monooxygenase, monoclonal antibody,
pig liver, UV/visible absorption spectrum,
Uemura, Hirai, 253

mitochondrial protein import, mitochondria,
mitochondria import stimulation factor,
mitochondria-targeting sequence, process-
ing peptidase, Omura, 1010

mitochondrial RNA, cDNA, mitochondrial
DNA, mitochondrial transcription, poly-
adenylated RNA, Nakamichi, Rhoads,
Hayashi, Kagawa, Matsumura, 392

mitochondrial transcription, cDNA, mito-
chondrial DNA, mitochondrial RNA, poly-
adenylated RNA, Nakamichi, Rhoads,
Hayashi, Kagawa, Matsumura, 392

mitochondria-targeting sequence, mitochon-
dria, mitochondria import stimulation fac-
tor, mitochondrial protein import, process-
ing peptidase, Omura, 1010

mitogen-activated protein kinase, carp, ex-
tracellular signal-regulated kinase, fish,
MAP kinase, Hashimoto, Yokoyama,
Matsuo, Toyohara, Kohno, Sakaguchi,
1031

modeling, elongated structure, porcine
amelogenin, small-angle X-ray scattering,
Matsushima, Izumi, Aoba, 150

modified low density lipoprotein, advanced
glycation end products, atherosclerosis,
foam cell formation, Maillard reaction,
Jinnouchi, Sano, Nagai, Hakamata, Ko-

dama, Suzuki, Yoshida, Ueda, Horiuchi,
1208

modulation of glycosylation, glycoconjugate,
Golgi apparatus, molecular cloning, nucleo-
tide sugar transporter, Kawakita, Ishida,
Miura, Sun-Wada, Yoshioka, 777

molecular cloning, glycoconjugate, Golgi ap-
paratus, modulation of glycosylation, nu-
cleotide sugar transporter, Kawakita, Ishi-
da, Miura, Sun-Wada, Yoshioka, 111

molecular dissection, cyanocysteine, dihydro-
folate reductase, mass spectrometry, pep-
tide bond, Takenawa, Oda, Ishihama,
Iwakura, 1137

monoclonal antibody, kynurenine 3-mono-
oxygenase, mitochondrial outer mem-
brane, pig liver, UV/visible absorption
spectrum, Uemura, Hirai, 253

monolayer, amphotericin B, cholesterol, com-
plex formation, vesicle, Saka, Mita, 798

mouse thymocytes, aldehydes, antioxidants,
antioxidative defense, 4-hydroxynonenal
(HNE), lipid peroxidation, Siems, Pime-
nov, Esterbauer, Grune, 534

mRNA, MDX-mouse muscle, myonase, puri-
fication, serine proteinase, Hori, Ohtani,
Hori, Nokihara, 650

MRP, calcium binding protein, cellular local-
ization, human leukemia cells, MRP bind-
ing site, Koike, Kondo, Makita, Kajiyama,
Yoshida, Morikawa, 1079

MRP binding site, calcium binding protein,
cellular localization, human leukemia cells,
MRP, Koike, Kondo, Makita, Kajiyama,
Yoshida, Morikawa, 1079

MS-430, EGF, MAP kinase, neuronal differ-
entiation, NGF, Ikeuchi, Nakatani, Yama-
da, Itokazu, Away a, Hatanaka, 423

mSos, interleukin-3, Ras, thrombin, Togo,
Kaziro, Satoh, 659

mtprd gene, Down syndrome, tetratricopep-
tide repeat, TPRD gene, Tsukahara, Ura-
kawa, Hattori, Hirai, Ohba, Yoshioka,
Sakaki, Muraki, 1055

multienzyme complex, Bacillus stearother-
mophilus, denaturation, guanidine hydro-
chloride, pyruvate dehydrogenase, Him-
masa, Aso, Mayanagi, Inoue, Fujisawa,
Meno, Ueki, 564

mutant, carotenoid, complement, Escherichia
coli, isoprenoid, Hemmi, Ohnuma, Naga-
oka, Nishino, 1088

mycalolide B, actin depolymerization, bisthe-
onellide A, dimeric macrolide, swinholide
A, Saito, Watabe, Ozaki, Kobayashi, Suzu-
ki, Kobayashi, Fusetani, Karaki, 571

—, actin, biocytin, kabiramide D, marine
natural product, Wada, Matsunaga, Saito,
Fusetani, Watabe, 946

myeloperoxidase, HL-60 cells, hnRNP, RNA
binding protein, transcriptional repression,
Tsuchiya, Kamei, Takano, Matsui, Yama-
da, 499

myonase, MDX-mouse muscle, mRNA, puri-
fication, serine proteinase, Hori, Ohtani,
Hori, Nokihara, 650

myosin, central bare zone, Cy3-EDA-ATP,
fluorescent ATP analogue, thick filament,
Oiwa, Yamaga, Yamada, 614

N

neoglycoprotein, binding specificity, glyco-

probe, GTlb ganglioside, sialoadhesin,
Hashimoto, Suzuki, Crocker, Suzuki, 468

neopullulanase-ff-amylase, a-amylase,
amylopullulanase, pullulanase, site-direct-
ed mutagenesis, Ibuka, Tonozuka, Matsu-
zawa, Sakai, 275

neural formation, activin, mesoderm induc-
tion, midkine, pleiotrophin, Yokota, Taka-
hashi, Eisaki, Asashima, Akhter, Mura-
matsu, Kadomatsu, 339

neurite growth, axonal pathfinding, brain
development, cerebral cortex, growth
cones, Ho, Wakatsuki, Arioka, Yamasaki,
Kitamoto, 332

neurite outgrowth, growth factor, heparin,
midkine, plasminogen activator, Akhter,
Ichihara-Tanaka, Kojima, Muramatsu,
Inui, Kimura, Kaneda, Talukder, Kado-
matsu, Inagaki, Muramatsu, 1127

neuronal cells, aluminum toxicity, iron,
transferrin-independent iron uptake,
transferrin receptor, Oshiro, Kawahara,
Mika, Muramoto, Kobayashi, Ishige, No-
zawa, Hori, Yung, Kitqjima, Kuroda, 42

neuronal differentiation, EGF, MAP kinase,
MS-430, NGF, Ikeuchi, Nakatani, Yama-
da, Itokazu, Awaya, Hatanaka, 423

neurotrophin, PC12 cells, signal transduc-
tion, survival promotion, TrkB receptor,
Nakatani, Yamada, Asada, Okada, Ike-
uchi, Hatanaka, 707

NF-E2 p45, double knockout mice, eryth-
ropoiesis, Nrf2, thrombopoiesis, Kuroha,
Takahashi, Komeno, Itoh, Nagasawa,
Yamamoto, 376

NF-Y, cholesterol, HMG CoA synthase,
squalene synthase, SREBP, Inoue, Sato,
Maeda, 1191

NGF, EGF, MAP kinase, MS-430, neuronal
differentiation, Ikeuchi, Nakatani, Yama-
da, Itokazu, Awaya, Hatanaka, 423

NICIGC-MS, human plasma, 4-hydroxy-2-
trans-nonenal, lipid peroxidation, malon-
dialdehyde, Rauli, Puppo, Magni, Kienle,
918

Nicotiana alata, iV-glycan, microhetero-
geneity, ribonuclease, self-incompatibility,
Oxley, Munro, Craik, Back., 978

nitric oxide, basic fibroblast growth factor,
chondrocytes, interleukin-l>8, matrix
metalloproteinase, Sasaki, Hattori, Fuji-
sawa, Takahashi, Inoue, Takigawa, 431

NMR, chemokine, dimer, inflammation,
Hanzawa, Haruyama, Konishi, Watanabe,
Tsurufuji, 62

—, equine brain, ganglioside, horse brain,
sialic acid, Mikami, Kashiwagi, Tsuchi-
hashi, Daino, Akino, Gasa, 487

noncleavable protein, adenylate kinase, bi-
topological distribution, co-translational
import, mitochondria, Nobumoto, Yamada,
Song, Inouye, Nakazawa, 128

non-steroidal anti-inflammatory drug, indol-
izine inhibitor, phospholipase A2, struc-
ture-based drug design, X-ray crystallogra-
phy, Kitadokoro, Hagishita, Sato, Ohtani,
Miki, 619

Nrf2, double knockout mice, erythropoiesis,
NF-E2 p45, thrombopoiesis, Kuroha,
Takahashi, Komeno, Itoh, Nagasawa,
Yamamoto, 376

nuclear localization, DNA synthesis, prolyl
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endopeptidase, Swiss 3T3 cells, Ishino,
Ohtsuki, Homma, Natori, 540

nuclear pellet, CD59, detergent-insoluble
complex, GPI-anchored protein, subcel-
lular distribution, Hatanaka, Seya, Miya-
gawa, Matsumoto, Hara, Tanaka, Shimizu,
579

nuclear receptor, chicken ovalbumin gene
upstream promoter transcription factor,
hepatocyte nuclear factor-4, peroxisome
proliferator, peroxisome proliferator-ac-
tivated receptor, Nishiyama, Hi, Osada,
Osumi, 1174

5'-nucleotidase, circular dichroism, fluores-
cence spectroscopy, seminal plasma, ther-
mostability, Fini, Coli, Floridi, D'Auria,
Staiano, Nucci, Rossi, 269

nucleotide excision repair, bacteriophage,
cisplatin, Escherichia coli, uvrA, Tanaka,
Saito, Kimoto, Taketo, 821

nucleotide sugar transporter, glycoconjugate,
Golgi apparatus, modulation of glycosyla-
tion, molecular cloning, Kawakita, Ishida,
Miura, Sun-Wada, Yoshioka, 111

—, heterologous expression, human UDP-
galactose transporter, Saccharomyces
cerevisiae, Sun-Wada, Yoshioka, Ishida,
Kawakita, 912

nutrition, folding, a-lactalbumin, signal pep-
tide, transgenic tobacco, Takase, Hagi-
wara, 440

0

oil body, immunofluorescence, isoform, oleo-
sin, organelle stability, Tzen, Chuang,
Chen, Wu, 318

—, aleurone layer, embryo, oleosin, rice, Wu,
Wang, Chen, Chen, Tzen, 386

oleosin, immunofluorescence, isoform, oil
body, organelle stability, Tzen, Chuang,
Chen, Wu, 318

—, aleurone layer, embryo, oil body, rice,
Wu, Wang, Chen, Chen, Tzen, 386

oligopeptidase, acylamino acid-releasing en-
zyme, catalytic triad, serine protease, site-
directed mutagenesis, Mitta, Miyagi, Kato,
Tsunasawa, 924

oligosaccharides, biomaterials, glycopoly-
mers, lectins, Tsuchida, Akimoto, Usui,
Kobayashi, 715

oligosaccharidonolactone, a-amylase inhibi-
tor, /J-D-galactosidase, galactosyl malto-
oligosaccharide, transglycosylation, Taka-
da, Ogawa, Saito, Murata, Usui, 508

oral bacterium, heparin, heparin-lyase, sul-
fated glycosaminoglycan, sulfated oligosac-
charide, Watanabe, Tsuda, Yamada,
Shibata, Nakamura, Sugahara, 283

organelle stability, immunofluorescence, iso-
form, oil body, oleosin, Tzen, Chuang,
Chen, Wu, 318

oryzacystatin, crystallization, cysteine pro-
teinase inhibitor, rice seed, X-ray crystal-
lography, Kudo, Nishiyama, Sasaki, Abe,
Arai, Tanokura, 568

OS-9 cDNAs, alternative splicing, gene am-
plification, HL-60 cells, Kimura, Naka-
zawa, Yamada, 876

osteoblast development, binding activity,
cyclic AMP response element, CRE-binding

protein, phosphorylation, Sakamoto, Suzu-
ki, Takiya, Yoshimura, Imai, Matsumoto,
Nakamura, 399

osteoclast, activity staining, cathepsin K,
cysteine proteinase, Kamiya, Kobayashi,
Kanaoka, Nakashima, Kato, Mizuno,
Sakai, 752

outer membrane, flagella, flagellin, filament,
Nishioka, Furuno, Kawagishi, Homma,
1169

oxidized LDL, atherosclerosis, gravin, growth
regulation, MAP kinase, Sato, Kokame,
Shimokado, Kato, Miyata, 1119

2-oxoglutarate dehydrogenase complex, crys-
tal structure, lipoamide dehydrogenase,
pyruvate dehydrogenase complex, X-ray
analysis, Toyoda, Suzuki, Sekiguchi, Reed,
Takenaka, 668

pl30cas, calcium, PC12, Src-family kinases,
tyrosine phosphorylation, Kobayashi, Oku-
mura, Okada, Nagai, 624

PA28, ATP-dependent proteolysis, PA700,
proteasomes (20S and 26S), ubiquitin,
Tanaka, 195

PA700, ATP-dependent proteolysis, PA28,
proteasomes (20S and 26S), ubiquitin,
Tanaka, 195

pancreatic elastase, cholesterol sulfate, gan-
gliosides, Pseudomonas aeruginosa
elastase, sulfatide, /to, Iwamori, Hanaoka,
Iwamori, 107

paranitrophenyl hydrazine-labeling, disac-
charide analysis, heparan sulfate, heparin,
ion-pairing reversed-phase HPLC, Kanya,
Herrmann, Suzuki, Isomura, Ishihara, 240

PC12, calcium, pl30cas, Src-family kinases,
tyrosine phosphorylation, Kobayashi, Oku-
mura, Okada, Nagai, 624

PC12 cells, neurotrophin, signal transduc-
tion, survival promotion, TrkB receptor,
Nakatani, Yamada, Asada, Okada, Ike-
uchi, Hatanaka, 707

peptide bond, cyanocysteine, dihydrofolate
reductase, mass spectrometry, molecular
dissection, Takenawa, Oda, Ishihama,
Iwakura, 1137

peptide-lipid interaction, fluorescence
quenching, gramicidin B Aib analogue
(GBA), helical peptide pore-former, vesicle
surface adsorption, Jelokhani-Niaraki,
Nakashima, Kodama, Kondo, 790

peptide motif, families, galactosyltransfer-
ase, glycosyltransferase, sequence analy-
sis, Breton, Bettler, Joziasse, Geremia,
Imberty, 1000

peptide sequencing, active site, chemical
modification, flavoenzyme, phenylglyoxal,
Mukouyama, Hirose, Suzuki, 1097

perfringen O, cholesterol-binding cytolysin,
membrane insertion, pore-forming toxin,
tryptophan, Nakamura, Sekino-Suzuki,
Mitsui, Ohno-Iwashita, 1145

periodontal disease, Arg-gingipain, Lys-
gingipain, lysine-specific cysteine protein-
ase, Porphyromonas gingiualis, Abe, Kado-
waki, Okamoto, Nakayama, Ohishi, Yama-
moto, 305

peritoneal macrophages, cellular recognition,
drug delivery, drugs encapsulation, rat
carrier erythrocytes, Alvarez, Jordan,

Herrdez, Diez, Tejedor, 233
peroxisome, bifunctional protein, bile acid,

sterol carrier protein x, thiolase, Bun-ya,
Maebuchi, Kamiryo, Kurosawa, Sato,
Tohma, Jiang, Hashimoto, 347

peroxisome proliferator, chicken ovalbumin
gene upstream promoter transcription fac-
tor, hepatocyte nuclear factor-4, nuclear
receptor, peroxisome proliferator-activat-
ed receptor, Nishiyama, Hi, Osada, Osumi,
1174

peroxisome proliferator-activated receptor,
chicken ovalbumin gene upstream pro-
moter transcription factor, hepatocyte
nuclear factor-4, nuclear receptor,
peroxisome proliferator, Nishiyama, Hi,
Osada, Osumi, 1174

phage antibody, Fv fragment, surface plas-
mon resonance, valency, /to, Kurosawa,
832

phagocytosis, actin, actin-binding protein,
cytokinesis, Tetrahymena, Watanabe,
Kurosawa, Watanabe, Numata, 607

4-(&)-phenylalkyl)imidazoles, /?-glucosidase,
inhibition, 4-arylimidazoles, <y-iV-acyl-
histamines, Li, Hsu, Chang, Chen, 416

phenylglyoxal, active site, chemical modifica-
tion, flavoenzyme, peptide sequencing,
Mukouyama, Hirose, Suzuki, 1097

phosphatase, low-temperature, psychrophilic
enzyme, purification, Tsuruta, Tsuneta,
Ishida, Watanabe, Uno, Aizono, 219

phosphatidylinositol, inhibitor, lysophospha-
tidylinositol, lysophosphatidylserine,
phospholipase D, Kawabe, Kodaki, Kata-
yama, Okamura, Mori, Yamashita, 870

phosphatidylserine, apoptosis, Chinese ham-
ster ovary cell, lipid transport, Uchida,
Emoto, Daleke, Inoue, Umeda, 1073

phospholipase A2, indolizine inhibitor, non-
steroidal anti-inflammatory drug, struc-
ture-based drug design, X-ray crystallogra-
phy, Kitadokoro, Hagishita, Sato, Ohtani,
Miki, 619

phospholipase D, inhibitor, lysophosphatidyl-
inositol, lysophosphatidylserine, phospha-
tidylinositol, Kawabe, Kodaki, Katayama,
Okamura, Mori, Yamashita, 870

phospholipid, all-irans-retinol, 11-as-reti-
nol, isomerization, rhodopsin, Shimizu,
Ishiguro, Tamai, 953

phosphorylation, binding activity, cyclic
AMP response element, CRE-binding pro-
tein, osteoblast development, Sakamoto,
Suzuki, Takiya, Yoshimura, Imai, Matsu-
moto, Nakamura, 399

phosphotransfer, adaptive response, regula-
tor, signal transduction, sensor, Mizuno,
555

Photobacterium damsela JT0160, bacterial
sialyltransferase, cloning, ff2,6-sialyl-
transferase, Yamamoto, Nakashizuka,
Terada, 94

pig liver, kynurenine 3-monooxygenase,
mitochondrial outer membrane, mono-
clonal antibody, UV/visible absorption
spectrum, Uemura, Hirai, 253

pioglitazone, EGF, high glucose, insulin,
PTPase, Obata, Maegawa, Kashiwagi,
Pillay, Kikkawa, 813

plasminogen, e -amino-n-caproic acid, kringle
domain, lysine binding site, staphyloki-
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nase, Aral, Madoiwa, Mimuro, Asakura,
Matsuda, Sako, Sakata, 71

plasminogen activator, growth factor, hepar-
in, midkine, neurite outgrowth, Akhter,
Ichihara-Tanaka, Kojima, Muramatsu,
Inui, Kimura, Kaneda, Talukder, Kado-
matsu, Inagaki, Muramatsu, 1127

platelet, ceramide, protein kinase C, sphin-
gosine, sphingosine 1-phosphate, Hisano,
Yatomi, Fujino, Igarashi, Kume, Ozaki,
263

platelet-activating factor (PAF), glycopro-
tein, human serum/plasma, platelet-ac-
tivating factor acetylhydrolase, Aklyama,
Sugatani, Suzuki, Suzuki, Miwa, 786

platelet-activating factor acetylhydrolase,
glycoprotein, human serum/plasma, plate-
let-activating factor (PAF), Akiyama,
Sugatani, Suzuki, Suzuki, Miwa, 786

pleiotrophin, activin, mesoderm induction,
midkine, neural formation, Yokota, Taka-
hashi, Eisaki, Asashima, Akhter, Mura-
matsu, Kadomatsu, 339

point mutation, dihydrofolate reductase,
enzyme function, role of flexible loop,
structural stability, Ohmae, Ishimura,
Iwakura, Gekko, 839

polyadenylated RNA, cDNA, mitochondrial
DNA, mitochondrial RNA, mitochondrial
transcription, Nakamichi, Rhoads, Haya-
shi, Kagawa, Matsumura, 392

poly-y-glutamate, glutamate racemase,
Bacillus subtilis, poly-y-glutamate pro-
ducer, Ashiuchi, Tani, Soda, Misono, 1156

poly-y-glutamate producer, glutamate
racemase, Bacillus subtilis, poly-y-gluta-
mate, Ashiuchi, Tani, Soda, Misono, 1156

polymorphonuclear leukocytes, binding avid-
ity, Fc receptor, guinea pig, proteolysis,
Isashi, Yamashita, Nagasawa, Tanaka,
Murakami, Uede, 959

polysaccharides, capsule, glycosyltransfer-
ases, Streptococcus pneumoniae, Kolkman,
van der Zeijst, Nuijten, 937

porcine amelogenin, elongated structure,
modeling, small-angle X-ray scattering,
Matsushima, Izumi, Aoba, 150

pore-forming toxin, cholesterol-binding cyto-
lysin, membrane insertion, perfringen 0,
tryptophan, Nakamura, Sekino-Suzuki,
Mitsui, Ohno-Iwashita, 1145

Porphyromonas gingivalis, Arg-gingipain,
Lys-gingipain, lysine-specific cysteine pro-
teinase, periodontal disease, Abe, Kado-
waki, Okamoto, Nakayama, Ohishi, Yama-
moto, 305

post-transcriptional regulation, AK activity,
human AK2 isozymes, recombinant pro-
tein, tissue specificity, Lee, Kim, Lee, Kim,
Lee, Park, Choe, 47

precursor, inner membrane, mitochondria,
Tim proteins, protein import, Ishihara,
Mihara, 722

premature mitosis, cell cycle, DNA synthesis,
G2 arrest, high pressure, Matsumoto,
Yamaguchi, Fukumaki, Yasunaga, Terada,
87

prenyltransferase, artificial substrates, en-
zyme mechanism, geranylgeranyl diphos-
phate synthase, isoprenoids, Ohnuma,

Hemmi, Koyama, Ogura, Nishino, 1036
processing peptidase, mitochondria, mito-

chondria import stimulation factor, mito-
chondrial protein import, mitochondria-
targeting sequence, Omura, 1010

prolyl endopeptidase, DNA synthesis, nu-
clear localization, Swiss 3T3 cells, Ishino,
Ohtsuki, Homma, Natori, 540

promoter usage, enhancer, genomic imprint-
ing, insulin-like growth factor II, transgenic
mouse, Hatano, Eversole-Cire, Ferguson-
Smith, Jones, Surani, Sasaki, 984

propranolol, CYP2D, cytochrome P450, dog,
microsomes, Tasaki, Iwata, Kazusaka,
Fujita, 747

prostaglandin, Kupffer cells, leukotriene,
lipopolysaccharide, thromboxane, Kimura,
Moriyama, Nishisako, Kannan, Shiota,
Sakurada, Musashi, Sugano, 142

proteasomes (20S and 26S), ATP-dependent
proteolysis, PA28, PA700, ubiquitin, Ta-
naka, 195

protective protein, cathepsin A, serine car-
boxypeptidase, Matsuzaki, Ueno, Hayashi,
Liao, 701

protein conformation, flavoenzymes, site-
directed mutagenesis, Stoltz, Brandsch,
445

protein folding, Asn-glycan, Asn-glycan func-
tion, glycoprotein, ribonuclease B, Nishi-
mura, Uchida, Inohana, Setoh, Daba,
Nishimura, Yamaguchi, 516

—, disulfide bond, F protein, HN protein,
intracellular transport, Segawa, Kato,
Yamashita, Taira, 1064

protein import, inner membrane, mitochon-
dria, precursor, Tim proteins, Ishihara,
Mihara, 722

protein kinase, catalytic domain, EGF-R,
Borowski, Kornetzky, Laufs, 380

protein kinase C, ceramide, platelet, sphin-
gosine, sphingosine 1-phosphate, Hisano,
Yatomi, Fujino, Igarashi, Kume, Ozaki,
263

—, ion trap, MARCKS, mass spectrometry,
protein structure, Yamauchi, Kiyonami,
Kanai, Taniguchi, 760

protein structure, ion trap, MARCKS, mass
spectrometry, protein kinase C, Yamauchi,
Kiyonami, Kanai, Taniguchi, 760

protein tyrosine phosphatase, brain develop-
ment, carbohydrate modification, chon-
droitin sulfate proteoglycan, subcellular
localization, Nishiwaki, Maeda, Noda, 458

proteolysis, ATP, cysteine protease, mito-
chondrial intermembrane space, rat, Sitte,
Dubiel, Kloetzel, 408

—, binding avidity, Fc receptor, guinea pig,
polymorphonuclear leukocytes, Isashi,
Yamashita, Nagasawa, Tanaka, Mura-
kami, Uede, 959

Pseudomonas, calcium ion, complex, lipase
activator protein, reactivation, Shibata,
Kato, Oda, 136

Pseudomonas aeruginosa, alkaline protease,
/3-helix structure, Ca-binding sequence
motif, site-directed mutagenesis, Miya-
jima, Hata, Fukushima, Kawamoto, Oku-
da, Shibano, Morihara, 24

Pseudomonas aeruginosa elastase, cholester-
ol sulfate, gangliosides, pancreatic elastase,
sulfatide, /to, Iwamori, Hanaoka, Iwamori,

107
Pseudomonas cepacia lipase, alcohol, calo-

rimetry, DSC, thermal unfolding, Tanaka,
289

psychrophilic enzyme, low-temperature,
phosphatase, purification, Tsuruta, Tsune-
ta, Ishida, Watanabe, Uno, Aizono, 219

PTPase, EGF, high glucose, insulin, pioglit-
azone, Obata, Maegawa, Kashiwagi, Pil-
lay, Kikkawa, 813

pullulanase, a-amylase, amylopullulanase,
neopullulanase-or-amylase, site-directed
mutagenesis, Ibuka, Tonozuka, Matsu-
zawa, Sakai, 275

purification, low-temperature, phosphatase,
psychrophilic enzyme, Tsuruta, Tsuneta,
Ishida, Watanabe, Uno, Aizono, 219

—, MDX-mouse muscle, myonase, mRNA,
serine proteinase, Hori, Ohtani, Hori,
Nokihara, 650

puromycin, aminoacyl-/?-naphthylamide,
aminopeptidase, inactivating enzyme,
Streptomyces morookaensis, Nishimura,
Matsuo, Nakamura, Sugiyama, 247

pyridoxal, ATP binding, conformation
change, fluorescein, Na+,K+-ATPase,
Tsuda, Kaya, Funatsu, Hayashi, Tani-
guchi, 169

pyridy lamination, brain-specific, develop-
ment dependent, membrane glycoprotein,
sugar chain, Nakakita, Natsuka, Ikenaka,
Hase, 1164

Pyrobaculum islandicum, ferredoxin, hyper-
thermophile, iron-sulfur cluster, Naka-
jima, Fujiwara, Fukumori, 521

pyruvate dehydrogenase, Bacillus stearother-
mophilus, denaturation, guanidine hydro-
chloride, multienzyme complex, Hiromasa,
Aso, Mayanagi, Inoue, Fujisawa, Meno,
Ueki, 564

pyruvate dehydrogenase complex, crystal
structure, lipoamide dehydrogenase, 2-
oxoglutarate dehydrogenase complex, X-
ray analysis, Toyoda, Suzuki, Sekiguchi,
Reed, Takenaka, 668

pyruvate metabolism, 13C NMR, Halobacte-
rium salinarium, tea cycle, Majumdar,
Sonawat, 115

Q

quinol oxidase, cytochrome c oxidase, mem-
brane protein, three-dimensional struc-
ture, X-ray crystallography, Iwata, 369

R

rabbit, amino compound, bacterial expres-
sion, cDNA, sulfotransferase, Yoshinari,
Nagata, Ogino, Fujita, Shiraga, Iwasaki,
Hata, Yamazoe, 479

—, bacterial expression, cDNA, hydroxyste-
roid, sulfotransferase, Yoshinari, Nagata,
Shiraga, Iwasaki, Hata, Ogino, Ueda,
Fujita, Shimada, Yamazoe, 740

Ran, Dis3, Gsplp, Rrp44, rRNA, Shiomi,
Fukushima, Suzuki, Nakashima, Noguchi,
Nishimoto, 883

Ras, interleukin-3, mSos, thrombin, Togo,
Kaziro, Satoh, 659

rat, ATP, cysteine protease, mitochondrial
intermembrane space, proteolysis, Sitte,
Dubiel, Kloetzel, 408

—, ceramide, desaturase, dihydroceramide,
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skin, Mikami, Kashiwagi, Tsuchihashi,
Akino, Gasa, 906

rat carrier erythrocytes, cellular recognition,
drug delivery, drugs encapsulation, peri-
toneal macrophages, Alvarez, Jordan,
Herrdez, Dtez, Tejedor, 233

rat parotid gland, arachidonic acid, ATP,
Ca2+-independent phospholipase A2, secre-
tory granular membranes, Mizuno-Kami-
ya, Kameyama, Yashiro, Fujita, 205

RBL-2H3, FCERI, linker region, signal trans-
duction, Syk, Yamashita, Kairiyama,
Araki, Nagasawa, 1199

reactivation, calcium ion, complex, lipase
activator protein, Pseudomonas, Shibata,
Kato, Oda, 136

readthrough, Bacillus subtilis, suppressor
tRNA, translation, UGA codon, Matsugi,
Murao, Ishikura, 853

RecA protein, ATPase, cooperativity, DNA-
binding, recombination, Mikawa, Masui,
Kuramitsu, 450

recombinant enzyme, cysteine proteinase,
Sitophilus zeamais, Matsumoto, Abe, Arai,
Emori, 693

recombinant protein, AK activity, human
AK2 isozymes, post-transcriptional regula-
tion, tissue specificity, Lee, Kim, Lee, Kim,
Lee, Park, Choe, 47

recombination, ATPase, cooperativity, DNA-
binding, RecA protein, Mikawa, Masui,
Kuramitsu, 450

regulator, adaptive response, phosphotrans-
fer, signal transduction, sensor, Mizuno,
555

replication origin, DNA replication, Epstein-
Barr virus, transient replication assay,
Shirakata, Hirai, 175

resistance, arsenic, antimony, metalloregula-
tion, transport, Xu, Zhou, Kuroda, Rosen,
16

11-cis-retinol, all-trans-retinol, isomeriza-
tion, phospholipid, rhodopsin, Shimizu,
Ishiguro, Tamai, 953

all-frans-retinol, 11-cis-retinol, isomeriza-
tion, phospholipid, rhodopsin, Shimizu,
Ishiguro, Tamai, 953

retrovirus vector, cell targeting, cocktail
effect, fibronectin, gene transduction, Asa-
da, Uemori, Ueno, Hashino, Koyama,
Kawamura, Kato, 1041

reverse hydrolysis reaction, endoglycocer-
amidase, "C-glycosphingolipids, sphingo-
lipid ceramide iV-deacylase, Mitsutake,
Kita, Nakagawa, Ito, 859

Rhodococcus sp. MR11, Clostridium pasteu-
rianum, McTavish, 644

rhodopsin, all-trans-retinol, 11-cis-retinol,
isomerization, phospholipid, Shimizu, Ishi-
guro, Tamai, 953

ribonuclease, AT-glycan, microheterogeneity,
Nicotiana alata, self-incompatibility,
Oxley, Munro, Craik, Back, 978

ribonuclease B, Asn-glycan, Asn-glycan func-
tion, glycoprotein, protein folding, Nishi-
mura, Uchida, Inohana, Setoh, Daba,
Nishimura, Yamaguchi, 516

5S ribosomal RNA-L5 protein, ATPase,
elongation factors, 40S ribosomal subunits,
30S-5SRNP ribosomal particles, Ogata,

Ohno, Terao, Iwasaki, Endo, 294
40S ribosomal subunits, ATPase, elongation

factors, 5S ribosomal RNA-L5 protein,
30S-5SRNP ribosomal particles, Ogata,
Ohno, Terao, Iwasaki, Endo, 294

ribozyme, catalytic RNA, intron, self-splic-
ing, trans-activation, Ikawa, Shiraishi,
Inoue, 528

—, DHFR, hammerhead, in vivo selection,
translation, Hamada, Fujita, Kise, Jigami,
Taira, 684

rice, aleurone layer, embryo, oil body, oleo-
sin, Wu, Wang, Chen, Chen, Tzen, 386

rice seed, crystallization, cysteine proteinase
inhibitor, oryzacystatin, X-ray crystal-
lography, Kudo, Nishiyama, Sasaki, Abe,
Arai, Tanokura, 568

RNA binding protein, HL-60 cells, hnRNP,
myeloperoxidase, transcriptional repres-
sion, Tsuchiya, Kamei, Takano, Matsui,
Yamada, 499

role of flexible loop, dihydrofolate reductase,
enzyme function, point mutation, struc-
tural stability, Ohmae, Ishimura, Iwakura,
Gekko, 839

rRNA, Dis3, Gsplp, Ran, Rrp44, Shiomi,
Fukushima, Suzuki, Nakashima, Noguchi,
Nishimoto, 883

Rrp44, Dis3, Gsplp, Ran, rRNA, Shiomi,
Fukushima, Suzuki, Nakashima, Noguchi,
Nishimoto, 883

Saccharomyces cerevisiae, heterologous ex-
pression, human UDP-galactose transport-
er, nucleotide-sugar transporter, Sun-
Wada, Yoshioka, Ishida, Kawakita, 912

salt-activation, halophilicity, metalloprotein-
ase, solubility, thermolysin, Inouye, Kuzu-
ya, Tonomura, 847

sandwich ELISA, antibody, apoptosis, gel
electrophoresis retardation assay, single-
stranded DNA, Kawarada, Miura, Sugi-
yama, 492

Schizosaccharomyces pombe, catalase gene
promoter, hydrogen peroxide, stress re-
sponse, transcriptional regulation, Naka-
gawa, Yamada, Mutoh, 1048

secretory granular membranes, arachidonic
acid, ATP, Ca2+-independent phospho-
lipase A2, rat parotid gland, Mizuno-Kami-
ya, Kameyama, Yashiro, Fujita, 205

self-incompatibility, iV-glycan, microhetero-
geneity, Nicotiana alata, ribonuclease,
Oxley, Munro, Craik, Bacic, 978

self-splicing, catalytic RNA, intron, ribo-
zyme, frans-activation, Ikawa, Shiraishi,
Inoue, 528

seminal plasma, circular dichroism, fluores-
cence spectroscopy, 5'-nucleotidase, ther-
mostability, Fini, Coli, Floridi, D'Auria,
Staiano, Nucci, Rossi, 269

sensor, adaptive response, phosphotransfer,
regulator, signal transduction, Mizuno, 555

sequence analysis, families, galactosyltrans-
ferase, glycosyltransferase, peptide motif,
Breton, Bettler, Joziasse, Geremia, Imberty,
1000

serine carboxypeptidase, cathepsin A, protec-
tive protein, Matsuzaki, Ueno, Hayashi,
Liao, 701

serine protease, baculovirus expression, cal-

decrin, chymotrypsin-like protease, elas-
tase, Yoshino-Yasuda, Kobayashi, Aki-
yama, Itoh, Tomomura, Saheki, 546

—, acylamino acid-releasing enzyme, cata-
lytic triad, oligopeptidase, site-directed
mutagenesis, Mitta, Miyagi, Kato, Tsuna-
sawa, 924

serine proteinase, MDX-mouse muscle,
myonase, mRNA, purification, Hori, Oh-
tani, Hori, Nokihara, 650

SHIP, immunoregulation, ITIM, KIR, SHP,
Yamashita, Fukuta, Tsuji, Nagabukuro,
Matsuda, Nishikawa, Ohyama, Ohmori,
Ono, Takai, 358

SHP, immunoregulation, ITIM, KIR, SHIP,
Yamashita, Fukuta, Tsuji, Nagabukuro,
Matsuda, Nishikawa, Ohyama, Ohmori,
Ono, Takai, 358

sialic acid, equine brain, ganglioside, horse
brain, NMR, Mikami, Kashiwagi, Tsuchi-
hashi, Daino, Akino, Gasa, 487

—, bovine brain, gangliosides, sialidase,
synaptosome, Hata, Wada, Hasegawa,
Kiso, Miyagi, 899

sialidase, bovine brain, gangliosides, sialic
acid, synaptosome, Hata, Wada, Hase-
gawa, Kiso, Miyagi, 899

sialoadhesin, binding specificity, glycoprobe,
GTlb ganglioside, neoglycoprotein, Hashi-
moto, Suzuki, Crocker, Suzuki, 468

ff2,6-sialyltransferase, bacterial sialyltrans-
ferase, cloning, Photobacterium damsela
JT0160, Yamamoto, Nakashizuka, Tera-
da, 94

signal peptide, folding, a-lactalbumin, nutri-
tion, transgenic tobacco, Takase, Hagi-
wara, 440

signal transduction, adaptive response, phos-
photransfer, regulator, sensor, Mizuno,
555

—, neurotrophin, PC12 cells, survival promo-
tion, TrkB receptor, Nakatani, Yamada,
Asada, Okada, Ikeuchi, Hatanaka, 707

—, FCERI, linker region, RBL-2H3, Syk,
Yamashita, Kairiyama, Araki, Nagasawa,
1199

single-chain antibody, antigen binding frag-
ment, binding affinity, surface plasmon
resonance, UV-damaged DNA, Kobayashi,
Morioka, Torizawa, Kato, Shimada, Nikai-
do, Ohtsuka, 182

single-stranded DNA, antibody, apoptosis,
gel electrophoresis retardation assay, sand-
wich ELISA, Kawarada, Miura, Sugi-
yama, 492

site-directed mutagenesis, alkaline protease,
/9-helix structure, Ca-binding sequence
motif, Pseudomonas aeruginosa, Miyajima,
Hata, Fukushima, Kawamoto, Okuda,
Shibano, Morihara, 24

—, ff-amylase, amylopullulanase, neopullu-
lanase-or-amylase, pullulanase, Ibuka,
Tonozuka, Matsuzawa, Sakai, 275

—, flavoenzymes, protein conformation,
Stoltz, Brandsch, 445

—, Desulfovibrio vulgaris, expression, flavo-
doxin, FMN-binding, Kitamura, Sagara,
Taniguchi, Ashida, Ezoe, Kohno, Kojima,
Ozawa, Akutsu, Kumagai, Nakaya, 891

—, acylamino acid-releasing enzyme, cata-
lytic triad, oligopeptidase, serine protease,
Mitta, Miyagi, Kato, Tsunasawa, 924

 at Islam
ic A

zad U
niversity on O

ctober 1, 2012
http://jb.oxfordjournals.org/

D
ow

nloaded from
 

http://jb.oxfordjournals.org/


XXIV INDEX TO KEY WORDS

S (cont'd)

Sitophilus zeamais, cysteine proteinase, re-
combinant enzyme, Matsumoto, Abe, Aral,
Emori, 693

skeletal muscle regulation, actin, FRET,
steric blocking theory, tropomyosin, Miki,
Miura, Sano, Kimura, Kondo, Ishida,
Maeda, 1104

skeletal muscle thin filaments, actin, Ca2+-
induced conformational change, fluores-
cence resonance energy transfer, troponin,
Miki, Kobayashi, Kimura, Hagiwara, Hai,
Maeda, 324

skin, ceramide, desaturase, dihydroceramide,
rat, Mikami, Kashiwagi, Tsuchihashi,
Akino, Gasa, 906

small-angle X-ray scattering, elongated
structure, modeling, porcine amelogenin,
Matsushima, Izumi, Aoba, 150

solubility, halophilicity, metalloproteinase,
salt-activation, thermolysin, Inouye, Kuzu-
ya, Tonomura, 847

spheroid, artificial liver, artificial matrix,
Eudragit, hepatocyte, Yamada, Kamihira,
Hamamoto, Iijima, 1017

iV-sphingolipid ceramide deacylase, endo-
glycoceramidase, 14C-glycosphingolipids,
reverse hydrolysis reaction, Mitsutake,
Kita, Nakagawa, Ito, 859

sphingosine, ceramide, platelet, protein ki-
nase C, sphingosine 1-phosphate, Hisano,
Yatomi, Fujino, Igarashi, Kume, Ozaki,
263

sphingosine 1-phosphate, ceramide, platelet,
protein kinase C, sphingosine, Hisano,
Yatomi, Fujino, Igarashi, Kume, Ozaki,
263

squalene synthase, cholesterol, HMG CoA
synthase, NF-Y, SREBP, Inoue, Sato,
Maeda, 1191

Src-family kinases, calcium, PC12, pl30cas,
tyrosine phosphorylation, Kobayashi, Oku-
mura, Okada, Nagai, 624

SREBP, cholesterol, HMG CoA synthase,
NF-Y, squalene synthase, Inoue, Sato,
Maeda, 1191

30S-5SRNP ribosomal particles, ATPase,
elongation factors, 40S ribosomal subunits,
5S ribosomal RNA-L5 protein, Ogata,
Ohno, Terao, Iwasaki, Endo, 294

stability and function, dihydrofolate re-
ductase, double mutants, flexible loops,
long-range interactions, Ohmae, Iriyama,
Ichihara, Gekko, 33

stability of a -helical domain, bacterio-
rhodopsin, 13C NMR, high-resolution solid-
state NMR, Yamaguchi, Tuzi, Seki, Tanio,
Needleman, Lanyi, Naito, Saito, 78

staphylokinase, £-amino-n-caproic acid,
kringle domain, lysine binding site, plas-
minogen, Arai, Madoiwa, Mimuro, Asa-
kura, Matsuda, Sako, Sakata, 71

steric blocking theory, actin, FRET, skeletal
muscle regulation, tropomyosin, Miki,
Miura, Sano, Kimura, Kondo, Ishida,
Maeda, 1104

sterol carrier protein x, bifunctional protein,
bile acid, peroxisome, thiolase, Bun-ya,
Maebuchi, Kamiryo, Kurosawa, Sato,
Tohma, Jiang, Hashimoto, 347

stimulatory G protein (G5), a subunit, down-

regulation, translocation, VIP, Yajima,
Akita, Saito, Kawashima, 1024

Streptococcus pneumoniae, capsule, glycosyl-
transferases, polysaccharides, Kolkman,
van der Zeijst, Nuijten, 937

Streptomyces morookaensis, aminoacyl-/?-
naphthylamide, aminopeptidase, inactivat-
ing enzyme, puromycin, Nishimura,
Matsuo, Nakamura, Sugiyama, 247

stress protein, L-azetidine 2-carboxylic acid,
cycloheximide, stress protein gene control,
thermotolerance, Akagawa, Ishii, Mizuno,
226

stress protein gene control, L-azetidine 2-car-
boxylic acid, cycloheximide, stress protein,
thermotolerance, Akagawa, Ishii, Mizuno,
226

stress response, catalase gene promoter,
hydrogen peroxide, Schizosaccharomyces
pombe, transcriptional regulation, Naka-
gawa, Yamada, Mutoh, 1048

stromal cell, erythropoiesis, hematopoietic
microenvironment, IAP/CD47, Furusawa,
Yanai, Hara, Miyajima, Obinata, 101

structural stability, dihydrofolate reductase,
enzyme function, point mutation, role of
flexible loop, Ohmae, Ishimura, Iwakura,
Gekko, 839

structure-based drug design, indolizine in-
hibitor, non-steroidal anti-inflammatory
drug, phospholipase A2, X-ray crystallogra-
phy, Kitadokoro, Hagishita, Sato, Ohtani,
Miki, 619

subcellular distribution, CD59, detergent-in-
soluble complex, GPI-anchored protein,
nuclear pellet, Hatanaka, Seya, Miyagawa,
Matsumoto, Hara, Tanaka, Shimizu, 579

subcellular localization, brain development,
carbohydrate modification, chondroitin sul-
fate proteoglycan, protein tyrosine phos-
phatase, Nishiwaki, Maeda, Noda, 458

sugar chain, brain-specific, development de-
pendent, membrane glycoprotein, pyridyl-
amination, Nakakita, Natsuka, Ikenaka,
Hose, 1164

sulfated glycosaminoglycan, heparin, hepa-
rin-lyase, oral bacterium, sulfated oligosac-
charide, Watanabe, Tsuda, Yamada,
Shibata, Nakamura, Sugahara, 283

sulfated oligosaccharide, heparin, heparin-
lyase, oral bacterium, sulfated glyco-
saminoglycan, Watanabe, Tsuda, Yamada,
Shibata, Nakamura, Sugahara, 283

sulfatide, cholesterol sulfate, gangliosides,
pancreatic elastase, Pseudomonas aeru-
ginosa elastase, Ito, Iwamori, Hanaoka,
Iwamori, 107

sulfotransferase, amino compound, bacterial
expression, cDNA, rabbit, Yoshinari,
Nagata, Ogino, Fujita, Shiraga, Iwasaki,
Hata, Yamazoe, 479

—, bacterial expression, cDNA, hydroxyste-
roid, rabbit, Yoshinari, Nagata, Shiraga,
Iwasaki, Hata, Ogino, Veda, Fujita,
Shimada, Yamazoe, 740

suncus, apo B, fatty liver, VLDL, Liang,
Kinoshita, Muto, Fujimaki, Matsuki, Saito,
Yamanaka, Teramoto, 28

suppressor tRNA, Bacillus subtilis, read-
through, translation, UGA codon, Matsugi,
Murao, Ishikura, 853

surface plasmon resonance, antigen binding

fragment, binding affinity, single-chain
antibody, UV-damaged DNA, Kobayashi,
Morioka, Torizawa, Kato, Shimada, Nikai-
do, Ohtsuka, 182

—, Fv fragment, phage antibody, valency,
Ito, Kurosawa, 832

survival promotion, neurotrophin, PC12
cells, signal transduction, TrkB receptor,
Nakatani, Yamada, Asada, Okada, Ike-
uchi, Hatanaka, 707

swinholide A, actin depolymerization, bis-
theonellide A, dimeric macrolide, mycalol-
ide B, Saito, Watabe, Ozaki, Kobayashi,
Suzuki, Kobayashi, Fusetani, Karaki, 571

Swiss 3T3 cells, DNA synthesis, nuclear
localization, prolyl endopeptidase, Ishino,
Ohtsuki, Homma, Natori, 540

Syk, FCERI, linker region, RBL-2H3, signal
transduction, Yamashita, Kairiyama, Ara-
ki, Nagasawa, 1199

synaptosome, bovine brain, gangliosides,
sialic acid, sialidase, Hata, Wada, Hase-
gawa, Kiso, Miyagi, 899

synthetic gene, 4E-BP1, eIF-4E, expression,
interaction, Nishi, Morino, Tomoo, You-
tani, Ishida, 157

tea cycle, 13C NMR, Halobacterium salina-
rium, pyruvate metabolism, Majumdar,
Sonawat, 115

Tetrahymena, actin, actin-binding protein,
cytokinesis, phagocytosis, Watanabe,
Kurosawa, Watanabe, Numata, 607

tetratricopeptide repeat, Down syndrome,
mtprd gene, TPRD gene, Tsukahara,
Urakawa, Hattori, Hirai, Ohba, Yoshioka,
Sakaki, Muraki, 1055

tetrose, diacetyl, ff-dicarbonyl, diketone, D-
erythrulose reductase, Maeda, Hosomi,
Mizoguchi, Nishihara, 602

thermal unfolding, alcohol, calorimetry,
DSC, Pseudomonas cepacia lipase, Ta-
naka, 289

thermolysin, halophilicity, metalloprotein-
ase, salt-activation, solubility, Inouye,
Kuzuya, Tonomura, 847

thermostability, circular dichroism, fluores-
cence spectroscopy, 5'-nucleotidase, semi-
nal plasma, Fini, Coli, Floridi, D'Auria,
Staiano, Nucci, Rossi, 269

thermotolerance, L-azetidine 2-carboxylic
acid, cycloheximide, stress protein, stress
protein gene control, Akagawa, Ishii,
Mizuno, 226

thick filament, central bare zone, Cy3-EDA-
ATP, fluorescent ATP analogue, myosin,
Oiwa, Yamaga, Yamada, 614

thiolase, bifunctional protein, bile acid, per-
oxisome, sterol carrier protein x, Bun-ya,
Maebuchi, Kamiryo, Kurosawa, Sato,
Tohma, Jiang, Hashimoto, 347

three-dimensional structure, cytochrome e
oxidase, membrane protein, quinol ox-
idase, X-ray crystallography, Iwata, 369

thrombin, interleukin-3, mSos, Ras, Togo,
Kaziro, Satoh, 659

thrombopoiesis, double knockout mice,
erythropoiesis, NF-E2 p45, Nrf2, Kuroha,
Takahashi, Komeno, Itoh, Nagasawa,
Yamamoto, 376

thromboxane, Kupffer cells, leukotriene,
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lipopolysaccharide, prostaglandin, Ki-
mura, Moriyama, Nishisako, Kannan,
Shiota, Sakurada, Musashi, Sugano, 142

Tim proteins, inner membrane, mitochon-
dria, precursor, protein import, Ishihara,
Mihara, 722

tissue-nonspecific alkaline phosphatase,
aggregation, glycosylphosphatidylinositol,
hypophosphatasia, intracellular transport,
Shibata, Fukushi, Igarashi, Misumi, Ike-
hara, Ohashi, Oda, 968

tissue specificity, AK activity, human AK2
isozymes, post-transcriptional regulation,
recombinant protein, Lee, Kim, Lee, Kim,
Lee, Park, Choe, 47

tissue-type plasminogen activator, cAMP,
dexamethasone, hepatocytes, type-1 plas-
minogen activator inhibitor, Uno, Naka-
mura, Ohomagari, Matsuyama, Seki, Ari-
ga, 806

TPRD gene, Down syndrome, mtprd gene,
tetratricopeptide repeat, Tsukahara, Ura-
kawa, Hattori, Hirai, Ohba, Yoshioka,
Sakaki, Muraki, 1055

trans-activation, catalytic RNA, intron, ribo-
zyme, self-splicing, Ikawa, Shiraishi, Ino-
ue, 528

transcriptional regulation, catalase gene pro-
moter, hydrogen peroxide, Schizosaccha-
romyces pombe, stress response, Naka-
gawa, Yamada, Mutoh, 1048

transcriptional repression, HL-60 cells,
hnRNP, myeloperoxidase, RNA binding
protein, Tsuchiya, Kamei, Takano, Matsui,
Yamada, 499

transferrin-independent iron uptake, alumi-
num toxicity, iron, neuronal cells, transfer-
rin receptor, Oshiro, Kawahara, Mika,
Muramoto, Kobayashi, Ishige, Nozawa,
Hori, Yung, Kitajima, Kuroda, 42

transferrin receptor, aluminum toxicity, iron,
neuronal cells, transferrin-independent
iron uptake, Oshiro, Kawahara, Mika,
Muramoto, Kobayashi, Ishige, Nozawa,
Hori, Yung, Kitajima, Kuroda, 42

transgenic mouse, enhancer, genomic im-
printing, insulin-like growth factor II,
promoter usage, Hatano, Eversole-Cire,
Ferguson-Smith, Jones, Surani, Sasaki,
984

transgenic tobacco, folding, <*-lactalbumin,
nutrition, signal peptide, Takase, Hagi-
wara, 440

transglycosylation, a-amylase inhibitor, /?-
D-galactosidase, galactosyl maltooligosac-
charide, oligosaccharidonolactone, Takada,
Ogawa, Saito, Murata, Usui, 508

transient replication assay, DNA replication,
Epstein-Barr virus, replication origin,
Shirakata, Hirai, 175

translation, DHFR, hammerhead, in vivo

selection, ribozyme, Hamada, Fujita, Kise,
Jigami, Taira, 684

—, Bacillus subtilis, readthrough, suppressor
tRNA, UGA codon, Matsugi, Murao, Ishi-
kura, 853

translocation, a subunit, down-regulation,
stimulatory G protein (Gs), VIP, Yajima,
Akita, Saito, Kawashima, 1024

transport, arsenic, antimony, metalloregula-
tion, resistance, Xu, Zhou, Kuroda, Rosen,
16

TrkB receptor, neurotrophin, PC12 cells,
signal transduction, survival promotion,
Nakatani, Yamada, Asada, Okada, Ike-
uchi, Hatanaka, 707

tropomyosin, actin, FRET, skeletal muscle
regulation, steric blocking theory, Miki,
Miura, Sano, Kimura, Kondo, Ishida,
Maeda, 1104

troponin, actin, Ca2+-induced conformational
change, fluorescence resonance energy
transfer, skeletal muscle thin filaments,
Miki, Kobayashi, Kimura, Hagiwara, Hai,
Maeda, 324

troponin C, amphioxus, evolution, frog, lam-
prey, Yuasa, Cox, Takagi, 1180

tryptophan, cholesterol-binding cytolysin,
membrane insertion, perfringen O, pore-
forming toxin, Nakamura, Sekino-Suzuki,
Mitsui, Ohno-Iwashita, 1145

tumor necrosis factor a, adipocyte, diabetes,
macrophage migration inhibitory factor,
tyrosine kinase, Hirokawa, Sakaue, Furu-
ya, Ishii, Hasegawa, Tagami, Kawakami,
Sakai, Nishi, Nishihira, 733

type-1 plasminogen activator inhibitor,
cAMP, dexamethasone, hepatocytes,
tissue-type plasminogen activator, Uno,
Nakamura, Ohomagari, Matsuyama, Seki,
Ariga, 806

type I collagen, /3-aminopropionitrile, L-
ascorbic acid 2-phosphate, fibroblast, type
VI collagen, Hazeki, Yamato, Imamura,
Sasaki, Nakazato, Yamamoto, Konomi,
Hayashi, 587

type VI collagen, /9-aminopropionitrile, L-
ascorbic acid 2-phosphate, fibroblast, type I
collagen, Hazeki, Yamato, Imamura, Sasa-
ki, Nakazato, Yamamoto, Konomi, Haya-
shi, 587

tyrosine kinase, adipocyte, diabetes, macro-
phage migration inhibitory factor, tumor
necrosis factor a, Hirokawa, Sakaue,
Furuya, Ishii, Hasegawa, Tagami, Kawa-
kami, Sakai, Nishi, Nishihira, 733

tyrosine phosphorylation, calcium, PC12,
pl30cas, Src-family kinases, Kobayashi,
Okumura, Okada, Nagai, 624

U

ubiquitin, ATP-dependent proteolysis,
PA28, PA700, proteasomes (20S and 26S),
Tanaka, 195

UGA codon, Bacillus subtilis, readthrough,
suppressor tRNA, translation, Matsugi,
Murao, Ishikura, 853

uremic complications, endothelial cells,
hemodialysis, heparin, midkine, Fujisawa,
Matsumoto, Muramatsu, Shinzato, Hira-
matsu, Horie, Cai, Oka, Amano, Mura-
matsu, Maeda, 864

UV-damaged DNA, antigen binding frag-
ment, binding affinity, single-chain anti-
body, surface plasmon resonance, Ko-
bayashi, Morioka, Torizawa, Kato, Shima-
da, Nikaido, Ohtsuka, 182

uurA, bacteriophage, cisplatin, Escherichia
coli, nucleotide excision repair, Tanaka,
Saito, Kimoto, Taketo, 821

UV/visible absorption spectrum, kynurenine
3-monooxygenase, mitochondrial outer
membrane, monoclonal antibody, pig liver,
Uemura, Hirai, 253

valency, Fv fragment, phage antibody, sur-
face plasmon resonance, Ito, Kurosawa,
832

vertebrates, DNA methylation, DNA meth-
yltransferase, gene expression, Tajima,
Suetake, 993

vesicle, amphotericin B, cholesterol, complex
formation, monolayer, Saka, Mita, 798

vesicle surface adsorption, fluorescence
quenching, gramicidin B Aib analogue
(GBA), helical peptide pore-former, pep-
tide-lipid interaction, Jelokhani-Niaraki,
Nakashima, Kodama, Kondo, 790

vesicular complex, discoidal complex, frag-
mentation, glucagon, liposome, Ryu, Han,
Kim, 55

VIP, a subunit, down-regulation, stimulatory
G protein (Gs), translocation, Yajima,
Akita, Saito, Kawashima, 1024

VLDL, apo B, fatty liver, suncus, Liang,
Kinoshita, Muto, Fujimaki, Matsuki, Saito,
Yamanaka, Teramoto, 28

X-ray analysis, crystal structure, lipoamide
dehydrogenase, 2-oxoglutarate dehydro-
genase complex, pyruvate dehydrogenase
complex, Toyoda, Suzuki, Sekiguchi, Reed,
Takenaka, 668

X-ray crystallography, cytochrome c oxidase,
membrane protein, quinol oxidase, three-
dimensional structure, Iwata, 369

—, crystallization, cysteine proteinase inhibi-
tor, oryzacystatin, rice seed, Kudo, Nishi-
yama, Sasaki, Abe, Arai, Tanokura, 568

—, indolizine inhibitor, non-steroidal anti-in-
flammatory drug, phospholipase A2, struc-
ture-based drug design, Kitadokoro, Hagi-
shita, Sato, Ohtani, Miki, 619
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